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This presentation is based on lectures
given by the author at the Miinster Colloquium
on the Textual History of the Greek New Testament.

(program here)
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e lasedGenealoglcal Method

Status of data

"Before the last fascicle of ECM IV was published, no comprehensive set of data was available for the
entire corpus of the Catholic Letters. ... A revision of the local stemmata of variants is currently
under way, guided by genealogical relationships between witnesses that have become more clear
through coherence-based analysis of the entire corpus. The result will be improved genealogical data
which will affect the local stemmata." (CT. the preface to the Guide to "Genealogical Queries")

This presentation uses the data available in March 2009.

For news on updates or a new release of this presentation look here.

Numbers of witnesses (e.g. 140 witnesses read variant b)

refer to the Greek witnesses (15t hands only) selected for the Editio Critica Maior (ECM).

Lectionaries are not included.
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The objective

The general objective 1s

— to improve understanding of textual history

> in light of all available information

The objective of the CBGM 1s

— to establish a comprehensive hypothesis

for the genealogical structure of the textual tradition
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The objective

The general objective 1s

— to improve understanding of textual history

> in light of all available information
— to reconstruct its starting point,

1.e. the mnitial text (Ausgangstext). <

The objective of the CBGM 1s

— to establish a comprehensive hypothesis
for the genealogical structure of the textual tradition

— to examine the validity of textual decisions.
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The objective

The general objective 1s

— to improve understanding of textual history

> in light of all available information
— to reconstruct its starting point,

1.e. the[initial text}(Ausgangstext). <

The objective of the CBGM 1s

— to establish a comprehensive hypothesis
for the genealogical structure of the textual tradition

— to examine the validity of textual decisions.
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Thao ~Alhiantixa

~

The general objectiy [initial text] (siglum "A" for Ausgangstext)

— to Improvg o N
The 1nitial text preceded the textual tradition

> in light of

— to reconsty
: . We cannot know this text with certainty,
1.e. the| il

but can only reconstruct it hypothetically.

and has not survived in any manuscript.

The objective of the
— to establis

Various scenarios are possible ...

for the genealogical structure of the textual tradition

— to examine the validity of textual decisions.
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Thao ~Alhiantixa

The objex

[ initial text ] ... for instance:

The initial text may be a hypothesis
for the authorial text.

initial text = author's text

Or...

dition

1pt.

nty,
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The /’

Thao ~Alhiantixa

1(/ Y

[ initial text ] ... Or:

Th

The initial text may be a hypothesis
for an edition of the author's text.

author's text
271 ?

initial text = text as edited

Or...

xt)

t1on
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[ initial text ] ... Or: "
The initial text may be a hypothesis
for the archetype of the tradition.
author's text
T 7|7
initial text = archetype /
r...
R
r.
Or ...
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Thao ~Alhiantixa

\
fa B
The ¢ \ \ \
[ iitial text} ... Or: 1
There may even have been
more than one initial text.
2| 2 2| 2
initial text 1 initial text 2
-
-/
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Thao ~Alhiantixa

\

For each writing or corpus the term "initial text" must be specified.
Is the initial text a hypothesis for the authorial text, an edition,
or for only the archetype of the preserved manuscript tradition?

This definition 1s important because it governs
which internal criteria can be used.

The simplest assumption may be
that the initial text 1s a hypothesis for the author's text.

If whatever we reconstruct from the extant copies
cannot, for whatever reason, be the author's text,
then we must consider other options.

NB: In any case, the initial text
is a hypothetical reconstruction of a starting point,
and thus should not necessarily be equated
with any actual historical reality.

Comntents | Index




The objective

The general objective 1s

— to improve understanding of textual history

> in light of all available information
— to reconstruct its starting point,

1.e. the mnitial text (Ausgangstext). <

The objective of the CBGM 1s

— to establish a comprehensive hypothesis
for the genealogical structure of the textual tradition

— to examine the validity of textual decisions.
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The objective

The general objective 1s

— to improve understanding of textual history

> in light of all available information
— to reconstruct its starting point,

1.e. the mnitial text (Ausgangstext). <

The objective of the CBGM 1s

— to establish a comprehensive hypothesis
for the genealogical structure of the textual tradition

— to [examine the validity of textual decisionsl
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The ahiective

Examining the validity of textual decisions}

Any textual decision, any assessment of the priority of variants
compared with others, presupposes:

(1) evaluation of attestations, 1.e. witnesses, and
(1) evaluation of variants, 1.e. assessing which variant is likely
to be the source of other variants.

We need some knowledge of the witnesses
and of the usual development of variants,

as our work proceeds and our knowledge develops.

but what we know at the very beginning of our work 1s rather patchy.

Thus, first decisions are preliminary and must be open to revision

/L

T J
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The ahiective

Examining the validity of textual decisions} w

[Examining the validity of textual decisions}

Additionally, a circular argument emerges:
Witnesses are rated highly because of their variants,
yet variants are preferred because they occur in highly rated witnesses.
This circularity must be controlled
in light of an over-all view of variants and witnesses.

Using the increasing insight into the interrelationships
between witnesses and controlling the witnesses-variants-circle,
\ both require an iterative process of approximation.

- /
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The objective

The general objective 1s

— to improve understanding of textual history

> in light of all available information
— to reconstruct its starting point,

1.e. the mnitial text (Ausgangstext). <

The objective of the CBGM 1s

— to establish a comprehensive hypothesis
for the genealogical structure of the textual tradition

— to examine the validity of textual decisions.
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The objective

The general objective 1s

— to improve understanding of textual history

> in light of all available information
— to reconstruct its starting point,

1.e. the mnitial text (Ausgangstext). <

The objective of the CBGM 1s

— to establish a comprehensive hypothesis
for the genealogical structure of the textual tradition

— to examine the validity of textual decisions.
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The objective

Hypothesis for the genealogical structure

If in a traditional stemma an arrow points
from witness a to witness b,
/\ then we expect that in general witness b
will have the same text as witness a

but at some places of variation
witness b will have variants

OO

derivative of witness a.
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The objective

Hypothesis for the genealogical structure

If in a traditional stemma an arrow points

] from witness a to witness b,
/\ then we expect that in general witness b
b c will have the same text as witness a
but at some places of variation
l witness b will have variants
d derivative of witness a.

It 1s similar in the CBGM.

We have, however, to consider contamination.  Therefore ...
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The objective

Elements of the hypothesis are:
statements on the texts of all witnesses.

The structure of these genealogical statements should be:

For every passage of text it is true that

© witness x agrees with certain witnesses (a or b or ...),

@ or witness x has a variant derived from these witnesses.
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The objective

Elements of the hypothesis are:
statements on the texts of all witnesses.

The structure of these genealogical statements should be:

For every passage of text it is true that

O witness x agrees with certain witnesses (a or b or ...),

O or witness x has a variant derived *rom these witneisses.

' '

The rule of parsimony:
The number of witnesses involved 1s as small as possible.

—ontents | Index
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The challenge

large number of witnesses
high grade contamination

coincidental emergence

of identical variants

conflicting data
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The challenge

large number of witnesses
high grade contamination

coincidental emergence

of identical variants

conflicting data

One witness when compared
with any other contains

(1) variants that are younger
and (i1) variants that are older
than those of the other witness.
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The challenge

large number of witnesses

high grade contamination
One witness when compared

coincidental emergence with any other contains
of identical variants | (1) variants that are younger
and (i1) variants that are older

conflicting data than those of the other witness.

,,Gegen die Kontamination ist noch kein Kraut gewachsen.*
(Paul Maas, Textkritik)

There 1s no cure for contamination.
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The challenge

large number of witnesses

high grade contamination

One witness when compared
coincidental emergence with any other contains

of identical variants | (1) variants that are younger
and (i1) variants that are older

conflicting data than those of the other witness.

,,Gegen die Kontamination 1(st}ch kein Kraut gewachsen.*
(Paul Maas, Textkritik)
®

There 1s no cure for contamination.
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The objective

. 1S to establish a

comprehensive hypothesis for What can be achieved?

the structure of the tradition.

We know manuscripts and their dates
(which may be certain for some, less so for others).
We know texts and their variants.
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The objective

. 1S to establish a

comprehensive hypothesis for What can be achieved?

the structure of the tradition.

We know

We know

We do not know

We do not know

manuscripts and their dates
(which may be certain for some, less so for others).
texts and their variants.

the dates of the texts, 1.e. the dates of their variants.

The date of a manuscript gives only
the terminus post quem non of the text.

the manuscripts / texts / variants which are lost —
the links between preserved copies.
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The objective

. 1S to establish a

comprehensive hypothesis for
the structure of the tradition.

What can be achieved?

We cannot find out

We cannot construct

the exact ways of transmission
("how it really was").

a stemma of manuscripts.

We do not know

the manuscripts / texts / variants which are lost —

the links between preserved copies. |
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The objective

. 1s to establish a
comprehensive hypothesis for

the structure of the tradition.

What can be achieved?

We cannot find out

We cannot construc

exact ways of transmission
("how it really was").
stemma of manuscripts.

We can search for

structures within the development of the texts.
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The objective

. 1s to establish a
comprehensive hypothesis for

the structure of the tradition.

What can be achieved?

We cannot find out

We cannot construc

exact ways of transmission
("how it really was").
stemma of manuscripts.

We can search for

structures within the development of the texts.
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The objective

The objective of the CBGM

1s to find these structures.

What can be achieved?

The CBGM deals with texts,

not with manllSCl’iptS act ways of transmission
. ("how it really was").

nma of manuscripts.

The text is the witness.

7

We can search for structures within the development of the texi
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Coherence-Based Genealogical Method

Coherence within a tradition — a truism?

Yes, of course, it 1s.

Yet, we must get involved with some questions.
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Coherence-Based Genealogical Method

Are there different kinds of coherence?
How can coherence be quantified and described?

How can coherence contribute to an over-all view of the tradition?
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Coherence-Based Genealogical Method

Are there different kinds of coherence?
How can coherence be quantified and described?

How can coherence contribute to an over-all view of the tradition?

The over-all view — a stemma?
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The over-all view —

B/A\C

.

D E

F

g

G

N

K/J \L

traditional stemma of manuscripts
(not displaying contamination —
one ancestor per descendant)

H

a stemma?
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The over-all view —

B/A\C

.

D E

F

g

G

N

K/J \L

traditional stemma of manuscripts
(not displaying contamination —
one ancestor per descendant)

H

a stemma?

For a contaminated tradition

we need another design.
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N\ N\
D/E F/G\H D/E\F/G\H
\\

I J I J
K L K L
traditional stemma of manuscripts stemma of texts
(not displaying contamination — (allowing for more than one ancestor per
one ancestor per descendant) descendant)
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The over-all view — a stemma?

B/A\C
S N

D E F G H

K/J \L

traditional stemma of manuscripts stemma of texts
(not displaying contamination — (allowing for more than one ancestor per
one ancestor per descendant) descendant)
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N\ N\
D/E F/G\H D/E\F/G\H
\\

I J I J
K L K L
traditional stemma of manuscripts stemma of texts
(not displaying contamination — (allowing for more than one ancestor per
one ancestor per descendant) descendant)
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A more complex concept of stemma |
A
B C
Every arrow stands / \ / \
for a genealogical hypothesis.

K/J \L

I
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A more complex concept of stemma |

Every arrow stands
for a genealogical hypothesis.

Many of the hypotheses may be based
on strong evidence,
others may be less reliable or only slightly
better than the alternatives.

N\

N

¢\\
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A more complex concept of stemma
/ A\
Every arrow stands / ¢\ /
for a genealogical hypothesis.
D H
Many of the hypotheses may be based \L\
on strong evidence,

others may be less reliable or only slightly
better than the alternatives.

K L

The data behind the stemmatic connections are the substance of the stemma.

How many variant relations support this arrow?
On what passages are the variant relations based?
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A more complex concept of stemma

A

¢ "\

better than the alternatives.

The data behind the stemmatic connections are the substance of the stemma.

How many variant relations support this arrow?
On what passages are the variant relations based?
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Special requirements the CBGM must meet

An adequate method has to be able to deal with
contamination and coincidental rise of variants.
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Special requirements the CBGM must meet

An adequate method has to be able to deal with
contamination and coincidental rise of variants.

A method which results in a graph displaying
exclusively linear or bifurcated edges is not
suitable for representing contamination.

(As 1n graph theory, the lines are called edges,
and they connect nodes representing witnesses. )
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Special requirements the CBGM must meet

An adequate method has to be able to deal with
contamination and coincidental rise of variants.

A method which results in a graph displaying
exclusively linear or bifurcated edges is not
suitable for representing contamination.

The resulting hypotheses cannot be falsified
at any passage of text.
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Special requirements the CBGM must meet

An adequate method has to be able to deal with
contamination and coincidental rise of variants.

A method which results in a graph displaying
exclusively linear or bifurcated edges is not
suitable for representing contamination.

The resulting hypotheses cannot be falsified
at any passage of text.

An exclusively statistical approach to stemmatology
is not appropriate because the results would not
apply to each individual case.

Contents | Index
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Special requirements the CBGM must meet

An adequate method has to be able to deal with
contamination and coincidental rise of variants.

The resulting hypotheses cannot be falsified
at any passage of text.
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Special requirements the CBGM must meet

An adequate method has to be able to deal with
contamination and coincidental rise of variants.

The resulting hypotheses cannot be falsified
at any passage of text.

The resulting hypotheses must be as simple as
> possible, 1.e. the number of ancestors of each
descendant must be as small as possible.
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O <-mmemes
O <-ommmmes

O reemeees

Contamination as a process

The circles stand for manuscripts.

Every manuscript has its ancestor, and some
of them derived their text from two sources.

That 1s contamination.
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O romemeees

O romemeees

O reemeees

If witnesses are lost

Contamination as a process

The circles stand for manuscripts.

Every manuscript has its ancestor, and some
of them derived their text from two sources.

That 1s contamination.
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O romemeees

i<

Contamination as a process

O Gromemeees

The circles stand for manuscripts.

Every manuscript has its ancestor, and some
of them derived their text from two sources.

That 1s contamination.

their changes may accumulate
in the next preserved witness.

If witnesses are lost,

Contents | Index



Contamination as a process Contamination as a result

O <-mmemes
O <-mmemes

v
O

O romemeees

@ <-reme
O rmeeemees

contamination seems

If witnesses are lost, to be higher.
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Contamination as a process

O romemeees

O romemeees

O reemeees

If witnesses are lost,

Contamination as a result

O romemeees

Inste

A

contri

O romemeees

ad of 2 ancestors maximum,
e find hefe 3 ancestors !

buting text to the descendant.
\
O

contamination seems
to be higher.
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}Q Instepd of 2 ancestors maximum,
we find hefe 3 ancestors |

contributing text to the descendant.

\%
O

O reemeees

contamination seems

If witnesses are lost, to be higher.

Contents | Index
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Traces of contamination: varying combinations of witnesses

1. 2.
BD C
C BD
a model:

4 variant passages

3. 4.
CD B
B CD

3 witnesses: B, C, D
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Traces of contamination: varying combinations of witnesses

BD

@

CD

BD

vy)

CD

Any textual decision on which variant is part of the initial text

is a decision on the content of a hypothetical witness "A".
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The 1nitial text "A"

[A]CD

1 2.
[A] BD [A] C
! ;
C BD

!

|A] B

}

CD

Any textual decision on which variant is part of the initial text

is a decision on the content of a hypothetical witness "A".
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The stemma reflects the situation at each variant passage.

|A] BD

@)

[A] C

!

[A]CD

BD

!

|A] B

}

CD

stemma

[A]

YN\

B C
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The stemma reflects the situation at each variant passage.

1 2 3. 4
[A] BD [A]C [A] CD [A] B
C BD B CD
stemma
[A] [A] [A] [A] [A]
Y\ Y\ \ AN \
B C B C B C B C B C
N\ N\ J Y Ny
D D D D D

transmission —* without change = —»  with change
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A model of transmission

If we knew everything about a tradition, A
all variants, their origin,
and the exact way of their transmission,
then the stemma could be easily constructed.
B C
For example this one:
D E

Let us assume that it 1s the result
of the development of text as follows ...

Contents | Index



A model of transmission

A XXXXX

The initial text "A" contains 5 passages which
will be subject to variation in the copies of the

text.

"x" 1s the original reading at every passage,

and sometimes "x" will be changed to "y" ...
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A model of transmission

A XXXXX

changes
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A model of transmission

A XXXXX A
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A model of transmission

A XXXXX A
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A model of transmission

A XXXXX A

In this case, witness D originates

variant "x" on the basis of "y"

without knowing the initial text. F
The agreement 1s coincidental.
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A model of transmission

A XXXXX A

Contamination!

Ny, N

At passage 2 "y" in witness E has been copied from witness B.
At variant passage 3 "y" in witness E has been copied from witness C. F
At variant passage 5 "x" in witness E has been copied from witness C.

At variant passages 1 and 4 witness E agrees with both, witness B and witness C.
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A model of transmission

A XXXXX A

\\\\/// ’0
Fryyyxy

Contamination!

F

At passage 3 "y" in witness F has been copied from witness E.

Ny, N

At passage 5 "y" in witness F has been copied from witness B.
At passages 2 and 4 witness F agrees with witnesses B and E, passage 1 disagrees with both.



A model In a critical apparatus we would find that the 2"¢ passage has two variants:

of transmission "x" and "y." The attestation of "x" is A.C., "y" is witnessed by B.D.E.F.
A
B C
D E
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A model
of transmission

2nd passage: x  A.C.
y B.D.E.F.

Please pay attention
to the bold lines connecting | F
the witnesses at passage 2.
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A model
of transmission

2nd passage: x  A.C.
y B.D.E.F.

The bold lines correspond F
to the connections
in the stemma.
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A model
of transmission

2nd passage: x  A.C.
y B.D.E.F.

T

The bold lines correspond
to the connections
in the stemma.
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A model
of transmission

2nd passage: x  A.C.
y B.D.E.F.

T

In the stemma the witnesses of each variant are in a coherent field. l | Index




A model
of transmission

2nd passage: x  A.C.
y B.D.E.F.

Tl

In the stemma the witnesses of each variant are in a coherent field. l | Index




A model
of transmission

2nd passage: x  A.C.
y B.D.E.F.

BZXX}; XX X X
hl‘ﬁ&\ = [ —

The red dashed line indicates

the genealogical relationship
of these coherent fields which stand for
D: variants and their witnesses. D E
It points from the source witness (A) in the ’
field of variant "x"

to the 'inventor' of variant "y" (B)
in the "y"-field. y

SIVY I XY

Tl

In the stemma the witnesses of each variant are in a coherent field.

5 | Index




A model
of transmission
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A model
of transmission

5thpassage: x A.C.D.E.
y B.F.

Contents | Index



A model
of transmission

5thpassage: x A.C.D.E.
y B.F.

The witness in the green "x"-field
coincidentally agrees with the witnesses
in the blue "x"-field.

Consequently, there are two "x"-fields.
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A model
of transmission

Istpassage: x A.B.C.D.E.
y F.
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A model
of transmission

4th passage: x A.B.C.E.F.
y D.

A:XX A

X

Contents | Index



In the stemma the witnesses of each variant are in a coherent field.

A
Consequently, witnesses being X
in non-coincidental agreement \\
form coherent subsets M
of the global stemma of witnesses. B : C
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In the stemma the witnesses of each variant are in a coherent field.

Consequently, witnesses being
in non-coincidental agreement
form coherent subsets
of the global stemma of witnesses.

Contents | Index
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The principle

The genealogical interrelationships
between all the variants
at any place of variation must appear
in a global stemma of the witnesses
as genealogical relationship between

coherent fields of their witnesses.

Contents | Index



The principle

The genealogical interrelationships
between all the variants
at any place of variation must appear
in a global stemma of the witnesses
as genealogical relationship between

coherent fields of their witnesses.

The consequence
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The principle The consequence

The genealogical interrelationships
between all the variants
at any place of variation must appear
in a global stemma of the witnesses
as genealogical relationship between

coherent fields of their witnesses.
A

The task
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A model of transmission

A XXXXX

C:XXyXX B

L0 N\

'w§w

N The complexity of this model 1s very low

compared to the Catholic Letters.

I N N
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pashu | N
up to 164 Greek witnesses
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The Catholic Letters:
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]
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Some initial assumptions are necessary
in order to provide rules according to which
the relationships of texts and witnesses
should preferably be assessed.

These assumptions pertain to the average act
of copying texts in a given tradition.

Contents | Index



Assumptions considered more probable than their contrary
(following the rule of parsimony)

= A scribe wants to copy the Vorlage with fidelity.
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Assumptions considered more probable than their contrary
(following the rule of parsimony)

= A scribe wants to copy the Vorlage with fidelity.

Fact: Nearly all the witnesses have
close relatives.
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Assumptions considered more probable than their contrary
(following the rule of parsimony)

= A scribe wants to copy the Vorlage with fidelity.

Fact: Nearly all the witnesses have
close relatives.

Implication: When the same variant
is found in a very close relative

of 1ts witness, coherence and non-
coincidental agreement is assumed.
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Assumptions considered more probable than their contrary
(following the rule of parsimony)

A scribe wants to copy the Vorlage with fidelity.

—y If a scribe introduces diverging variants,
they come from another source (are not 'invented').

Contents | Index



Assumptions considered more probable than their contrary
(following the rule of parsimony)

A scribe wants to copy the Vorlage with fidelity.

—y If a scribe introduces diverging variants,
they come from another source (are not 'invented').

Fact: Nearly all variants diverging from the main Vorlage
are found in close relatives.

Contents | Index



Assumptions considered more probable than their contrary
(following the rule of parsimony)

A scribe wants to copy the Vorlage with fidelity.

—y If a scribe introduces diverging variants,
they come from another source (are not 'invented').

Fact: Nearly all variants diverging from the main Vorlage
are found in close relatives.

Implication: If a witness deviates from its main Vorlage,
the variant is searched for in its close relatives. If found,
coherence and non-coincidental agreement is assumed.
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Assumptions considered more probable than their contrary
(following the rule of parsimony)

A scribe wants to copy the Vorlage with fidelity.

If a scribe introduces diverging variants,
they come from another source (are not 'invented').

—>  The scribe uses few rather than many sources.
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Assumptions considered more probable than their contrary
(following the rule of parsimony)

A scribe wants to copy the Vorlage with fidelity.

If a scribe introduces diverging variants,
they come from another source (are not 'invented').

—>  The scribe uses few rather than many sources.

This assumption is required
by the rule of parsimony.
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Assumptions considered more probable than their contrary
(following the rule of parsimony)

A scribe wants to copy the Vorlage with fidelity.

If a scribe introduces diverging variants,
they come from another source (are not 'invented').

The scribe uses few rather than many sources.

—y>  The sources feature closely related texts
rather than less related ones.
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Assumptions considered more probable than their contrary
(following the rule of parsimony)

A scribe wants to copy the Vorlage with fidelity.

If a scribe introduces diverging variants,
they come from another source (are not 'invented').

The scribe uses few rather than many sources.

—y>  The sources feature closely related texts
rather than less related ones.

This assumption is the
corollary of the first one.
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Assumptions considered more probable than their contrary
(following the rule of parsimony)

A scribe wants to copy the Vorlage with fidelity.

If a scribe introduces diverging variants,
they come from another source (are not 'invented').

The scribe uses few rather than many sources.

The sources feature closely related texts
rather than less related ones.

As a rule, these assumptions will explain the evidence sufficiently.
Where they do not, we have to look for an exceptional scenario
matching an exceptional case!
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older texts

witnesses

(= texts, not
manuscripts)

younger texts

Older and younger
states of text
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older texts

witnesses

(= texts, not
manuscripts)

younger texts

Prior and posterior variants

The distance
between witnesses
depends on the percentage
of their agreements.

It depends
on their disagreements
whether witnesses feature
older or younger states of text.

It must be evaluated
which disagreeing variants are
prior and which are posterior.

A higher proportion
of prior variants indicates
an older text.
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older texts

witnesses

(= texts, not
manuscripts)

younger texts

O

O

O

O
o © o
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Prior and posterior variants

The distance
between witnesses
depends on the percentage
of their agreements.

It depends
on their disagreements
whether witnesses feature
older or younger states of text.

It must be evaluated
which disagreeing variants are
prior and which are posterior.

A higher proportion
of prior variants indicates
an older text.
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The principle The consequence

The genealogical interrelationships
between all the variants
at any place of variation must appear

in a global stemma of the witnesses

as genealogical relationship between

coherent fields of their witnesses.
A

The task ~_isto find
the simplest stemma

that matches the principle.

Contents | Index



The Coherence-Based Genealogical Method (CBGM) — Introductory Presentation by Gerd Mink

The principle The consequence

The genealogical interrelationships
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older texts O

O
O
O
There 1s a general textual
O o flow from the earlier to
the later states of text.
general textual flow © ® The textual flow
incorporates accurate
O O o transmission as well as
variation.
O
O
o O
O
O
® O
© 0
younger texts O O
O O O O Contents | Index



older texts 5 © Each witness can be assigned
a position relative to any
O other witness within this
general textual flow.
O The particular textual flow
between individual witnesses
° can be determined.
O
general textual flow © O
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younger texts O O
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older texts 5 © Each witness can be assigned
a position relative to any
O other witness within this
general textual flow.
O The particular textual flow
between individual witnesses
® can be determined.
O
general textual flow /O ® particular textual flows
O
© O
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O
o O
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older texts © Each witness can be assigned

a position relative to any
O other witness within this
general textual flow.

O The particular textual flow
between individual witnesses
can be determined.

general textual flow / ® particular textual flows

o A particular textual flow
exists between each pair of
@) witnesses.

O It leads from the prior
O variants in witness x to the
\ O posterior variants in
o © witness y.

younger texts O O o

O Contents | Index



older texts © In a contaminated tradition

a flow 1n the opposite
O direction will nearly always
be found at the same time.

general textual flow / ® particular textual flows

o A particular textual flow
exists between each pair of
@) witnesses.

O [t leads from the prior
O variants in witness x to the
\ O posterior variants in
o © witness y.

younger texts O O o

O Contents | Index



older texts © In a contaminated tradition

a flow 1n the opposite
O direction will nearly always
be found at the same time.

O It leads from the prior
variants in witness y to the
posterior variants in

O witness Xx.

particular textual flows

general textual flow // O
o A particular textual flow
exists between each pair of

@) witnesses.

O [t leads from the prior
O variants in witness x to the
O posterior variants in
o © witness y.

younger texts O O
© O Contents | Index



older texts © In a contaminated tradition

a flow 1n the opposite
O direction will nearly always
be found at the same time.

O It leads from the prior
variants in witness y to the
posterior variants in

O witness Xx.

general textual flow // © predominant textual flows

The predominant textual flow
transmits more prior variants
o o) from an earlier state of text
O to a later one (cf. the red arrows).

younger texts O O
© O Contents | Index
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older texts O

O
o Potential ancestors
O
© O
general textual flow © @
O
© O
O
® O
O
O
o Let us single out
o © o one witness.
O
younger texts O O
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older texts O

Above this line
predominant textual flows
are directed to the witness

selected.

general textual flow

Below the line
predominant textual flows
emanate from this witness.

younger texts O O
© O Contents | Index



older texts O

Above this line
we find
potential ancestors.

general textual flow

Below the line
there are
potential descendants.

younger texts O O
© O Contents | Index



older texts O
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O
potential ancestors
O
O
O
general textual flow S @
o O
O
O
o O
O 5 potential descendants
o © 0
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younger texts O O
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older texts O

O
O
potential ancestors
O
The ancestors
O :
O for an optimal substemma
o / have to be selected
general textual flow — @ from the pool
descendant of potential ancestors.
® O
O
O
O
o O
O
o © 0
© o0
younger texts O O
O O © O Contents | Index



older texts O

potential ancestors

The substemma is optimal
O if the number of ancestors
/O necessary to explain
O— < all variants in a descendant
@ is as small as possible.

general textual flow

descendant
O O The stemmatic ancestors
© are likely to be found
o among the closest relatives.
o O
O
O
O
o ©O
© o
younger texts O O
O O ® O Contents | Index



older texts

general textual flow

younger texts

potential ancestors

© O
\ 4
—=)
descendant
O
O
O
O
o O
O
o © N
© 0
O

More distant relatives
may contribute to
a better substemma
(if they supersede
other ancestors).
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older texts

general textual flow

younger texts

O

O

potential ancestors

o%é

descendant

More distant relatives
may contribute to
a better substemma
(if they supersede
other ancestors).

Contents | Index



older texts O

O
O
potential ancestors
O
o More distant relatives
\ ) O may contribute to
a better substemma
O :
general textual flow i — @ (if they supersede [~
descendant other ancestors).
o O
/AR
Rarely, none of the potential ancestors reads
the source of a variant in the descendant.
O For prior variants found only in non-ancestors
O and the procedure required in this case,
cf. Mink (2004), 59-63.
@)
o ©O
© o0
younger texts O O
O O ® O Contents | Index



older texts O optimal substemma

© D of descendant E
O
stemmatic ancestors:
O B, C,and D
c There are
o B global textual flows
\ O from stemmatic ancestors
o M / to a descendant.
general textual flow @
E These global textual flows
O O o are parts of a global stemma
as the optimal substemma
O 1s part of it.
O © .
O
o © 0
O 0o
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older texts O

optimal substemma
of descendant E

B, C, and D

There are

global textual flows
from stemmatic ancestors
to a descendant.

general textual flow
These global textual flows
are parts of a global stemma
as the optimal substemma
is part of it.
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Release 1.0



The Coherence-Based Genealogical Method (CBGM) — Introductory Presentation by Gerd Mink

older texts O

optimal substemma
of descendant E

B, C, and D

There are

global textual flows
from stemmatic ancestors
to a descendant.

general textual flow

These global textual flows
are parts of a global stemma

A | 4> 1 1 4

/ The substemma is optimal b

if the number of ancestors
necessary to explain

all variants in a descendant

\ is as small as possible. J
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older texts O optimal substemma

© D of descendant E
O
stemmatic ancestors:
O B, C,and D
c There are
o B global textual flows
\ O from stemmatic ancestors
o M / to a descendant.
general textual flow @
E These global textual flows
O O o are parts of a global stemma
as the optimal substemma
O 1s part of it.
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optimal substemma
of descendant E

stemmatic ancestors:
B, C,and D

There are
global textual flows
from stemmatic ancestors
to a descendant.

These global textual flows
are parts of a global stemma
as the optimal substemma
is part of it.
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At each variant passage,
all global textual flows
or a subset of them correspond
to local textual flows.

At each variant passage,
local textual flows lead from
all ancestors or a subset of them
to the descendant.

optimal substemma
of descendant E

stemmatic ancestors:
B, C,and D

There are
global textual flows
from stemmatic ancestors
to a descendant.

These global textual flows
are parts of a global stemma
as the optimal substemma
1s part of it.
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At each variant passage,

all global textual flows optimal substemma
or a subset of them correspond D of descendant E
to local textual flows. O .
. stemmatic ancestors:
At each variant passage, B,C,and D
local textual flows lead from
all ancestors or a subset of them C There are
\ O from stemmatic ancestors
local textual flows at 3 variant passages M / to a descendant.
scenarios: ; @
E reads
the same variant| E changes E These global textual flows
. B reads as B and D the variant are parts of a global stemma
e ]S’Banée Vﬁlgnt but disagrees supported as the optimal substemma
a5 B, L and@ L. with C. by B and C, : £i
and E disagrees s part ot it.
D D
with D.
C B B | C B
N7 72 W2
E E E Contents | Index




At each variant passage,
all global textual flows
or a subset of them correspond
to local textual flows.

At each variant passage,
local textual flows lead from
all ancestors or a subset of them
to the descendant.

local textual flows at 3 variant passages

scenarios:

E reads
the same variant
as B, C and D.

CI B
\ O
©/

D
E

E reads
the same variant
as Band D

but disagrees
with C.

@/

E changes
the variant
supported
by B and C,
and E disagrees
with D.

optimal substemma
of descendant E

stemmatic ancestors:
B, C,and D

There are
global textual flows
from stemmatic ancestors
to a descendant.

These global textual flows
are parts of a global stemma
as the optimal substemma
1s part of it.

Local textual flows connect ancestors reading
the same variant or — if they do not agree —
ancestors reading the variant prior
to the one in the descendant.
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At each variant passage,

all global textual flows optimal substemma
or a subset of them correspond D of descendant E
to local textual flows. O .
. stemmatic ancestors:
At each variant passage, B, C, and D
local textual flows lead from
all ancestors or a subset of them C There are
to the descendant. o B global textual flows
O from stemmatic ancestors

local textual flows at 3 variant passages

scenarios:

E reads
the same variant| E changes
E reads , as B and D the variant
the same variant but disagrees supported
as B, C and D. with C. by B and C,
D D and E disagrees
with D.
C B B | C B Local textual flows connect arfcestors reading
e o o | O o the same variant or — if the
N\ P4 pd N\ pd ancestors reading
@ @ to the one in the descendant.
E E E Contents | Index
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The local stemmata of variants (X, y, z) may be:

X

P

y Z

B, C, D and
E support
variant X.

X

P

y Z

B,Dand E
support
variant y.
C reads
variant z.

X

N
y Z
E reads
variant y.
B and C
support
variant X.
D reads
variant z.

local textual

scenarios:

E reads
the same variant
as B, C and D.

©

E reads
the same variant
as Band D
but disagrees
with C.

flows at 3 variant passages

D
CIB
Y
E

@/

E changes
the variant
supported
by B and C,
and E disagrees

optimal substemma
D of descendant E

stemmatic ancestors:
B, C,and D

There are
B global textual flows

from stemmatic ancestors

C

O
O

v /

\,

with D.

Local stemmata show the variants |—
in genealogical order. lows
The variant prior to the one mma
9 in a descendant can be determined. _mma

1s part of 1t.

Local textual flows connect arfcestors reading
the same variant or — if theyglo not agree —
ancestors reading[the variant prior]
to the one in the descendant.
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At each variant passage,

all global textual flows optimal substemma
or a subset of them correspond D of descendant E
to local textual flows. O

. stemmatic ancestors:
At each variant passage, B.C.and D

local textual flows lead from
all ancestors or a subset of them
to the descendant.

C
® O
local textual flows at 3 variant passages \ M /

scenarios: @
E reads

os)

the same variant| E changes E
Ereads as Band D the variant
the same variant| | . disagrees supported
as B, C and D. with C. by B and C,
and E disagrees

with D.
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Types of coherence

pre-genealogical

genealogical

stemmatic
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Pre-genealogical coherence

witness X witness Y

T proportion of T

agreeing variants

Pre-genealogical coherence 1s based on the agreements of witnesses only.

It does not presuppose any genealogical input.
We can use it immediately after transferring the collated material into a database.




Pre-genealogical coherence

witness X witness Y

Pre-genealogical coherence
1s determined
by the proportion of agreements

in the witnesses compared.
[ ] |

T proportion of T

agreeing variants

Pre-genealogical coherence 1s based on the agreements of witnesses only.

It does not presuppose any genealogical input.
We can use it immediately after transferring the collated material into a database.




Pre-genealogical coherence

witness X witness Y

Pre-genealogical coherence
1s determined
by the proportion of agreements

in the witnesses compared. Low pre-genealogical coherence
within an attestation implies
multiple coincidental emergence of the variant.

Low pre-genealogical coherence
of attestations of two variants argues against
a genealogical relationship between these variants.

T proportion of T

agreeing variants

Pre-genealogical coherence 1s based on the agreements of witnesses only.

It does not presuppose any genealogical input.
We can use it immediately after transferring the collated material into a database.




Pre-genealogical coherence

witness X witness Y

Pre-genealogical coherence
1s determined
by the proportion of agreements

in the witnesses compared. Low pre-genealogical coherence
within an attestation implies
'mergence of the variant.

Pre-genealogical coherence

has no direction logical coherence
of aftestations of two variants argues against

a genealogical relationship between these variants.

T proportion of T

agreeing variants

Pre-genealogical coherence 1s based on the agreements of witnesses only.

It does not presuppose any genealogical input.
We can use it immediately after transferring the collated material into a database.




Genealogical coherence

witness X witness Y

T proportion of T

diverging variants

Genealogical coherence 1s based on agreements and the genealogical relationship
between the diverging variants in the witnesses compared.
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Genealogical coherence

witness X witness Y

Some of the diverging variants in witness X are prior
to the corresponding variants in witness Y.

T proportion of T

diverging variants

Genealogical coherence 1s based on agreements and the genealogical relationship
between the diverging variants in the witnesses compared.
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Genealogical coherence

witness X witness Y

prior posterior

Some of the diverging variants in witness X are prior
to the corresponding variants in witness Y.

T proportion of T

diverging variants

Genealogical coherence 1s based on agreements and the genealogical relationship
between the diverging variants in the witnesses compared.

Contents | Index



Genealogical coherence

witness X witness Y

prior posterior

In other instances
the relationship of variants
1S inverse.
The variants in Y are prior.

posterior prior

«—

unrelated
T proportion of T

diverging variants

Genealogical coherence 1s based on agreements and the genealogical relationship
between the diverging variants in the witnesses compared.
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Genealogical coherence

witness X witness Y

prior posterior

posterior prior

<7
unrelated

Genealogical coherence 1s based on agreements and the genealogical relationship
between the diverging variants in the witnesses compared.
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Genealogical coherence

witness X witness Y

prior posterior

posterior prior

<7
unrelated

prior
prior

proportion of prior variants smaller in Y
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Genealogical coherence

witness X witness Y
The proportion , .
: : prior posterior
of prior variants «——
determines
the direction of the

predominant textual flow.

posterior prior
<7
unrelated
prior
«— :
prior
proportion of prior variants smaller in Y
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Genealogical coherence

witness X witness Y
The proportion , .
: : prior posterior
of prior variants «——
determines
the direction of the

predominant textual flow.

posterior prior
<7
unrelated
prior . >
«— predominant textual flow orior
proportion of prior variants smaller in ¥
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Genealogical coherence

witness X witness Y
The predominant textual flow prior posterior
1s directed «—
from a potential ancestor
to a potential descendant.

posterior prior
<7
unrelated
prior . >
«— predominant textual flow orior
proportion of prior variants smaller in Y
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Genealogical coherence

witness X witness Y
prior
potential < potential
ancestor descendant

posterior

>
predominant textual flow

posterior

prior

<7
unrelated
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Genealogical coherence

witness X witness Y
prior
potential < potential
ancestor descendant

posterior

>
predominant textual flow

Genealogical coherence is directed.

posterior

prior

<7
unrelated
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Genealogical coherence

witness X witness Y
prior posterior
potential < potential
ancestor descendant

posterior prior

-«

unrelated

>
predominant textual flow

Genealogical coherence is directed.

Exception: The proportion of prior variants in X and Y is equal.
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Genealogical coherence

witness X witness Y
prior posterior
potential < potential
ancestor descendant

posterior prior

-«

unrelated

For undirected genealogical coherencies,
cf. Mink (2004), 63-67.

Genealogical coherence is directed.

Exception: The proportion of prior variants in X and Y is equal.
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Stemmatic coherence

stemma of witnesses

Stemmatic coherence 1s based

on the genealogical relationship of witnesses

/ \ in an optimal substemma.
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Stemmatic coherence

stemma of witnesses

Stemmatic coherence 1s based

on the genealogical relationship of witnesses

A
/ \ in an optimal substemma.
e ; N e T
E F G H
\\ |
I J

/ \ the substemma 1s optimal\

if the number of ancestors

necessary to explain

all variants in a descendant
\ is as small as possible. /
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Stemmatic coherence

stemma of witnesses

SN

D

N

7

C

G

N\

J\L

H

substemma

E \F\ |
J
KThe substemma is optimal \
if the number of ancestors

necessary to explain

all variants in a descendant

\ is as small as possible. J
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Optimal substemma

The stemmatic ancestors
— ancestors in an optimal substemma —
are to be searched among the potential ancestors,

the witnesses with a higher proportion of prior variants.

descendant
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Optimal substemma

potentidl ancestors

All potential ancestors
will share various agreements
with a given descendant
descendant but will not necessarily share
all of those agreements
In common.
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Optimal substemma

pote

ntial ancestors

T

different proportions
of variants agreeing
with the descendant

descendant

All potential ancestors
will share various agreements
with a given descendant
but will not necessarily share
all of those agreements
In common.
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Optimal substemma

potentidl ancestors

The agreements
with the 1% potential ancestor descendant
explain the corresponding
variants in the descendant.
?
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Optimal substemma

potentidl ancestors

N

The agreements
with the 2" potential ancestor
t explain further variants
in the descendant.

descenda

I == |
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Optimal substemma

pote

ntia

N

1 ai

ncestors

4

descenda

t

The agreements
with the 3" potential ancestor
explain additional variants
in the descendant.

Y == S

Contents | Index



Optimal substemma

pote

ntia

N

1 ai

ncestors

4

descenda

t

If there were
no additional contributions
of the 4t potential ancestor,
this ancestor
would be 1rrelevant.

Y == S
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Optimal substemma

pote

ntia

N

1 ai

ncestors

N

descenda

t

But if there are further
contributions ...

Y == S

_>"""""""""""""
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Optimal substemma

pote

ntia

N

1 ai

ncestors

descenda

Y == S

... 1t may happen
that the contributions of
another potential ancestor
become superfluous.
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Optimal substemma

pote

ntia

N

1 ai

ncestors

2

descenda

t

Y == S

... 1t may happen
that the contributions of
another potential ancestor
become superfluous.
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Optimal substemma

potentidl ancestors

Finally, there will be
a number of passages
in the descendant
which the agreements
with the potential ancestors
cannot explain.

descendant

I == |
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Optimal substemma

potentidl ancestors

diverging variants T T T T

Finally, there will be
a number of passages
in the descendant
which the agreements
with the potential ancestors
cannot explain.

descendant

I == |
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Optimal substemma

potentidl ancestors

diverging variants T T T T

Among the diverging variants

in the potential ancestors one

must search for prior variants

which are adequate for descenda

explaining posterior variants
in the descendant.

Finally, there will be
a number of passages
in the descendant
which the agreements
with the potential ancestors
cannot explain.

t

Y = S
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Optimal substemma

pote

ntial ancestors

Among the diverging variants
in the potential ancestors one
must search for prior variants
which are adequate for
explaining posterior variants
in the descendant.

-

descendant

The substemma is optimal
if the number of ancestors

necessary to explain

Call
N —

the variants)n a descendant

I == |

~

\ 1s as small as possible. /
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Optimal substemma

naoatn

rntaial o

onoto o

Rarely, a prior variant is not documented in any potential ancestor.
In less dense parts of the tradition in which more potential ancestors
are lost, the source of the variant in the descendant
may only occur in a witness, which is not a potential ancestor.

L For prior variants found only in non-ancestors
and the procedure required in this case,

cf. Mink (2004), 59-63.

Among the diverging variants
in the potential ancestors one
must search for prior variants
which are adequate for
explaining posterior variants
in the descendant.

descenda

The substemma is optimal
if the number of ancestors

necessary to explain

Call
N —

the variants)n a descendant

t

I == |

~

\ 1s as small as possible. /
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Coherence

pre-genealogical

Pre-genealogical coherence 1s based

on the agreement between witnesses.

Its strength 1s determined
by the proportion of agreements
between the witnesses compared.
Pre-genealogical coherence
has no genealogical direction.

genealogical

Genealogical coherence 1s based
on agreements and
the genealogical relationship
of diverging variants of witnesses.

The proportion of prior variants
determines the genealogical direction
between the witnesses compared.

The proportion of agreements
determines the strength of the
genealogical coherence.
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Coherence

pre-genealogical genealogical
Pre-genealogical coherence 1s based Genealogical coherence 1s based
on the agreement between witnesses. on agreements and
Its strength is determined the genealogical relationship

by the proportion of agreements of diverging variants of witnesses.

between the witnesses compared. The proportion of prior variants
Pre-genealogical coherence determines the genealogical direction

has no genealogical direction. between the witnesses compared.

The proportion of agreements
determines the strength of the
genealogical coherence.

( )

Coherence 1s a feature of the relationship
between witnesses of either one or several different variants.
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Pre-genealogical coherence at variant passages

variant a witnesses 1 2 3 2l
variant b witnesses 5 6 7 8
variant ¢ witnesses 9 10 11 12
variant d witnesses 13 14 15 16

Let us focus on variant b
and suppose that there 1s
high agreement, 1.e.
pre-genealogical coherence,
within the attestation of b.
Cf. the red lines ...
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Pre-genealogical coherence at variant passages

variant a witnesses 1 2 3 2l
variant b witnesses S—6—7——8
S~——
variant ¢ witnesses 9 10 11 12
variant d witnesses 13 14 15 16

Let us focus on variant b
and suppose that there is
high agreement, 1.e.
pre-genealogical coherence,
within the attestation of b.

Cf. the red lines ...
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Pre-genealogical coherence at variant passages

variant a witnesses 1 2 3 2l
variant b witnesses S—6—7——8
S~——
variant ¢ witnesses 9 10 11 12
variant d witnesses 13 14 15 16

Let us focus on variant b
and suppose that there 1s
high agreement, 1.e.
pre-genealogical coherence,

within the attestation of b.
Cf. the red lines ...

This argues
against multiple emergence
of variant b.

Contents | Index



Pre-genealogical coherence at variant passages

variant a witnesses 1 2 3 =
variant b witnesses S 6 7 3
~———
variant ¢ witnesses 9 10 11 12
variant d witnesses 13 14 15 16

There also 1s strong
pre-genealogical coherence
between witnesses of b
and some witnesses of a ...
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Pre-genealogical coherence at variant passages

variant a witnesses 1 2 3 4
|

variant b witnesses 5 6/7 8
W

variant ¢ witnesses 9 10 11 12

variant d witnesses 13 14 15 16

There also 1s strong
pre-genealogical coherence
between witnesses of b
and some witnesses of a ...

Contents | Index
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Pre-genealogical coherence at variant passages

variant a witnesses 1| 2 3 4
|
variant b witnesses 5 6/7 8
W
variant ¢ witnesses 9 10 11 12
variant d witnesses 13 14 15 16

There also 1s strong
pre-genealogical coherence
between witnesses of b
and some witnesses of a ...

Contents | Index
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Pre-genealogical coherence at variant passages

variant a witnesses 1 2 3 4
\ \
variant b witnesses 5 6/7 8
W
variant ¢ witnesses 9 10 11 12
variant d witnesses 13 14 15 16

Pre-genealogical coherence
between a witness of variant b
and a witness of variant d
1s found, too.
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Pre-genealogical coherence at variant passages

variant a witnesses 1 2 3 4
\ \
variant b witnesses 5 6/7 8
W
variant ¢ witnesses 9 10 11 12
variant d witnesses 13 14 15 16

Pre-genealogical coherence
between a witness of variant b
and a witness of variant d
1s found, too.

This may indicate
genealogical relationship
of variants b and d.
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Pre-genealogical coherence at variant passages

variant a witnesses 1 2 3 4
\ \
variant b witnesses 5 6/7 8
\><//
variant ¢ witnesses 9 10 11 12
variant d witnesses 13 14 15 16

There is no adequate
pre-genealogical coherence
between witnesses of variant b
and witnesses of variant c.
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Pre-genealogical coherence at variant passages

variant a witnesses 1 2 3 4
\ \
variant b witnesses 5 6/7 8
W
variant ¢ witnesses 9 10 11 12
variant d witnesses 13 14 15 16

There is no adequate
pre-genealogical coherence
between witnesses of variant b
and witnesses of variant c.

Genealogical relationship
of these variants 1s rather
improbable.
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Pre-genealogical coherence at variant passages

variant a witnesses 1 2 3 4

variant b

variant ¢ 12

variant d WwItnesses 15 16

There is no adequate
pre-genealogical coherence
between witnesses of variant b
and witnesses of variant c.
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Genealogical coherence

Genealogical coherence
based on the genealogical relationship
of diverging variants in pairs of witnesses
1s recognized by their high agreement values
and the particular textual flow
directed from the potential ancestor
to the potential descendant.

ancestor descendant
| > )
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Genealogical coherence

Genealogical coherence
based on the genealogical relationship
: : . ) : : ancestor descendant
of diverging variants in pairs of witnesses
: : L 1 > 2
is recognized by their high agreement values
and the particular textual flow
directed from the potential ancestor
to the potential descendant.

Potential descendants may be
potential ancestors
of other highly agreeing relatives
in the same attestation.
Thus, chains
of genealogical coherencies
may materialize.

N\

> — 0 O ¢— —
N
o)
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Genealogical coherence at variant passages

perfect coherence

variant a withesses 1 2 3 4

variant b witnesses 5—» 6 —» 7 —» 8

In the attestation of variant b there 1s a chain
of genealogical coherencies connecting all witnesses.

Genealogical coherence 1n this attestation 1s perfect.

All witnesses except witness 5 have a closely related
potential ancestor within this attestation. Witness J is,
metaphorically speaking, the 'inventor' of variant b.

A closely related potential ancestor of witness 5
must be looked for outside the attestation of variant b.
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Genealogical coherence at variant passages

variant a witnesses 1 2 3 4

variant b witnesses 5—» 6 —» 7 —» §

In this case, e.g. witness 3 would be

the most closely related potential ancestor

In the attestation of variant b t : : :
of witness 5 at this variant passage.

of genealogical coherencies connec
There 1s genealogical coherence

between the attestations
All witnesses except witness 5 hav of variant a and variant b.

potential ancestor within this attestatron. w1tness J 15,
metaphorically speaking, the 'inventor' of variant b.

Genealogical coherence 1n this attg

A closely related potential ancestor of witness 5
must be looked for outside the attestation of variant b.
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Genealogical coherence at variant passages

perfect coherence

variant a witnesses

variant b

witnesses

S—» 6 > 7 — 8§

In the attestation of variant b tl
of gencaless :

Genealo

All witn
potential
metaph

A clo
must be 1

In this case, e.g. witness 3 would be
the most closely related potential ancestor
of witness 5 at this variant passage.

There 1s genealogical coherence
between the attestations

of variant ¢ and variant b.
WTTIESS D 15,

of variant b.

f witness 5
of variant b.
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Genealogical coherence at variant passages

imperfect coherence

variant a witnesses 1 2 3 4
variant b witnesses 5—» 6 7T —» 8§
variant ¢ witnesses 9 10 11 12

In the attestation of variant 5 witness 6 and witness § are
derived from their respective potential ancestors.
Yet, neither witness 5 nor witness 7
have potential ancestors within this attestation.

Genealogical coherence in this attestation 1s imperfect.

Closely related potential ancestors of witness 5 and witness 7
must be looked for outside the attestation of variant b.
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Genealogical coherence at variant passages

variant a withesses 1 2 3/4
variant b witnesses 5—» 6 7 —» 8
variant ¢ withesses 9 10 11 12

In this case, witness 3 would be
the most closely related potential ancestor
of witness 5, while witness 7 1s derived
from witness 4
(multiple emergence of variant b).

There 1s genealogical coherence
between the attestations
of variant a and variant b.

Contents | Index
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Genealogical coherence at variant passages

variant a witnesses 1 2 3/4
variant b witnesses 5—» 6 7 —>» 8
variant ¢ witnesses 9 10 11 12

In this case, witness 3 would be
¢ most closely related potential ancestor
of witness 5, while witness 7 1s derived
from witness 4
(multiple emergence of variant b).

In the
d

Gene _ .
There is genealogical coherence

between the attestations
of variant a and variant b.

Closely
mus
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Genealogical coherence at variant passages

variant a witnesses 1 2 3 4
variant b witnesses 5 }v 7T —» 8§
variant ¢ witnesses 9 10 11 12

In this case, however, witness 7 would be
derived from witness 9.

There 1s genealogical coherence
between the attestation of variant ¢ and
a part of the attestation of variant b.
The same 1s true for the attestation of variant c

Contents | Index and another part of the attestation of variant 5.
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Genealogical coherence at variant passages

variant a witnesses 1 2 3 4

variant b witnesses 5—» 6 7T —» 8§

variant ¢ witnesses 9 10 11 12

arc

se, however, witness 7 would be
derived from witness 9.

¢ is genealogical coherence

the attestation of variant ¢ and

of the attestation of variant b.
must be looked for outside the attestati¢ The same is true for the attestation of variant ¢
and another part of the attestation of variant b.
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Genealogical coherence at variant passages

imperfect coherence

variant a withesses 1 2 3 4
variant b witnesses 5—» 6 7T —» 8§
variant ¢ withesses 9 10 11 12

must be looked for outside the attestatic

Contents | Index and
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Genealogical coherence at variant passages

Analysis of genealogical coherence 5 —p 6 7 —p 8§
helps to assess multiple origins of variants
and find their potential sources. /

The result can be displayed graphically:

textual flow diagrams

For instance
a case of imperfect coherence ...
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imperfect coherence
1Pt 4,16/24-28 do&aletm € TOV BeOV €V

a T UEPEL TOVTO C TM UEPEL TOVTOV
=—>b T OVOUITL TOVT® d 7tovte Te puepeL
e TM UEPEL TOVT® T TM OVOLATL TOUTO

1Pt 4:16/24-28b
Con=10
< o ST |
I [ ! i |

i I
4 | A » ¥ 4 ¥ 4 ¥
2402 5 1175 1832 69 876 88 2718 218
1739/2 prz/2 1243,/2 623 1611/2 a1% 2374 1359
044/2 1241 185'p ‘4 1881 323 g1,/2 945 2464 2805 614/2 2138 2541 1067 1409 1563 1718
442/2 0z,/z 2344,/2 2412 1505 1890/6
621 33

This is the textual flow diagram for the attestation of variant b.
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imperfect coherence
1Pt 4,16/24-28 do&aletm € TOV BeOV €V

a Tm UEPEL TOVTM C TM UEPEL TOVTOV
=—>b T OVOUUTL TOVT® d Ttovte T puepeL
e TM UEPEL TOVT® T TM OVOLATL TOUTO

1Pt 4:16/24-28b
Con=10
< o ST |
I [ ! i |

i I
¥
2402 5 1175 1832 69 876 88 2718 218
1739/2 prz/2 1243,/2 623 1611/2 a1% 2374 1359
044/2 1241 185'p ‘4 1881 323 g1,/2 945 2464 2805 614/2 2138 2541 1067 1409 1563 1718

442/ 02/

W

rJ
)
w
.
-
(4]

241z 1505 1890/6

inside the box the attestation of variant b
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imperfect coherence
1Pt 4,16/24-28 do&aletm € TOV BeOV €V

a T UEPEL TOVTM C TM UEPEL TOVLTOV
=—>b T® ovouaTlL TOLVT® | outside the box possible sources at the same variant passage
e Tm UEPEL TOU (e.g. "a: 424" means "variant a, witness 424")

1Pt 4:16/24-28b
Con=10
< o ST |
I [ ! i |

i I
¥
2402 5 1175 1832 69 876 88 2718 218
1739/2 prz/2 1243,/2 623 1611/2 a1% 2374 1359
044/2 1241 185'p ‘4 1881 323 g1,/2 945 2464 2805 614/2 2138 2541 1067 1409 1563 1718

442/ 02/

W

rJ
)
w
.
-
(4]

241z 1505 1890/6

inside the box the attestation of variant b
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imperfect coherence
1Pt 4,16/24-28 do&aletm € TOV BeOV €V

a Tm UEPEL TOVTM C TM UEPEL TOVTOV
=—>b T OVOUUTL TOVT® d Ttovte T puepeL
e TM UEPEL TOVTO T TM OVOLATL TOUTO

1Pt 4:16/24-28b
Con=10
< o ST |
I [ i |

ST
! i ~ " ! Y |
roox 1 ) Y v
2492 E 1175 876 88 2718 21ls
1739/2 prz/2 1243/2 623 915 2374 1359
044/2 4 1881 >‘ = 2138 2541 1057 1409 1553 1718
[ | l \
A number after a slash indicates the rank of the ancestor: N
1832 is second most closely related potential ancestor of 1611.
\ \
621 33
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imperfect coherence
1Pt 4,16/24-28 do&aletm € TOV BeOV €V

a Tm UEPEL TOVTM C TM UEPEL TOVTOV
=—>b T OVOUUTL TOVT® d Ttovte T puepeL
e TM UEPEL TOVT® T TMO OVOLATL TOUTO

1Pt 4:16/24-28b
Con=10
- - ST |
& ™ ! L |

044/2 1241 185'3 ‘4

A number after a slash indicates the rank of the ancestor: i \*

1832 is second most closely related potential ancestor of 1611.
v v

G621 33

Gregory-Aland number without addition:
The ancestor is the most closely related one.
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1Pt 4,16/24-28 do&aletm € TOV BeOV £V

a TO UEPEL TOVTEO
=>b 1M OVOUATL TOUTO

c TM UEPEL TOVTM M TM O

1Pt 4:16/24-28b
Con=10
-~ S

imperfect coherence

If the most closely related ancestor
cannot be found in the same attestation,
this usually reveals contamination,
as in this case,
cf. the stemmatic ancestors of 1611.

b s

915 2374 436/3 1359

N

2138 2541 1057 1409 1553 1718

A number after a slash indicates the rank of the ancestor: i \*
1832 is second most closely related potential ancestor of 1611.

1505 1890,/6

A4

G621

A4

33

y4

Gregory-Aland number without addition:
The ancestor is the most closely related one.
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1Pt 4,16/24-28

a 1oy
—>b 1TOAJ
i

SUBSTEMMA 1611

red: edges with the highest agreement
of ancestor and descendant

red or black: necessary edges

green: edges may be superfluous
(based on low connectivity variants)

B76 B8

b s

915 2374 436/3 1359

2464 2805

A number after a slash indicates the rank of the ancestor:
1832 is second most closely related potential ancestor of 1611.

2138 2541

F N

1505

1890,

A4

G621

A4

33

—

1057 1409

I\

1553 1718

Z
Gregory-Aland number without addition:
The ancestor is the most closely related one.
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1Pt 4,16/24-28| SUBSTEMMA 1611

red: edges with the highest agreement
a TM Hl of ancestor and descendant

=>b 100 red or_ black: necessary edges

green: edges may be superfluous

¢ (based on low connectivity variants)

As in graph theory, the lines connecting nodes
(in this case witnesses) are called edges.

A number after a slash indicates the rank of the ancestor: i \*

1832 is second most closely related potential ancestor of 1611.
v v

G621 33

Gregory-Aland number without addition:
The ancestor is the most closely related one.
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imperfect coherence
1Pt 4,16/24-28 do&aletm € TOV BeOV €V

T0 HLEPEL TOVTOV
TOVTMO T UEPEL

a Tm UEPEL TOVTM C
=—>b T OVOUUTL TOVT® d
e TM UEPEL TOVTO T TM OVOLATL TOUTO

1Pt 4: 16 /@d=p B b
Cong 10
- - et |
,/ ! \ I | Y ! h |
; |
il ~ < R ! \ |
r 4 » ¥ 4 L 4 4 ¥
2492 1175 1832 63 876 g8 2718 218
1739/2 p?o /2 1243/2 623 1611/2 915 2374 1359
044/2 1241 185'p ‘4 1881 323 2 Q945 2464 2805 2138 2541 1067 1409 1563 1718
442/2 02,3 2344,/ 2412 1505 1890,/6

Connectivity set to 10:

7 If not one of the 10 most closely related potential ancestors
of a witness 1s found in the same attestation,
the programme searches for them in the attestations of the other variants.
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imperfect coherence
1Pt 4,16/24-28 do&aletm € TOV BeOV €V

a Tm UEPEL TOVTM C TM UEPEL TOVTOV
=—>b T OVOUUTL TOVT® d Ttovte T puepeL
e TM UEPEL TOVTO T TM OVOLATL TOUTO

1Pt 4: 16 fademz S b
Consg 10
-~ -
. Il I Il

"10" is a default value and can be replaced

,/,/ \ with a user defined value.

732 prze | 12e3 When variants are assumed to have emerged very often,

‘/,/ \\‘ T a lower value shO}lld be chose.n.

%)

oag/z  12a1 T 1ss2a 1se1 323 > ™o In order to find also more distant potential ancestors
l \ higher values may be suitable when variants are assumed
Y c
442/2 0z,/3 o3 to have arisen Only once.

Connectivity set to 10:

If not one of the 10 most closely related potential ancestors
of a witness 1s found in the same attestation,
the programme searches for them in the attestations of the other variants.
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imperfect coherence
1Pt 4,16/24-28 do&aletm € TOV BeOV €V

a Tm UEPEL TOVTM C TM UEPEL TOVTOV
=—>b T OVOUUTL TOVT® d Ttovte T puepeL
e TM UEPEL TOVT® T TM OVOLATL TOUTO

1Pt 4:16/24-28b
Con=10
- o R

S I T PN
I3 I " i | i
v L X > Y| <
2492 E 117E 1832 69 876
1739,/2 p72/2 1243,/2 523 15611/2
044_.-'3 4 1881 >‘ Q45 2464 2805 6l4/2 2138
442/2 0z,/2 23442 2412 1505 1890,/6
aa1 a5 The witnesses of variant b

are divided into 10 sets,
and there 1s no sufficient coherence
between members of distinct sets.
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imperfect coherence

1Pt 4,16/24-28 do&aletm € TOV BeOV €V

d
—> b

TO LUEPEL TOVTM C
TO OVOLLOTL TOUT® d

C TM UEPEL TOVTM M TMW OVOfrorvr—voovw

1Pt 4:16/24-28b
Con=10

There are 4 most closely related
potential ancestors of these sets, and
they all witness to variant a.

“‘lii!ii
I o™

‘/;/\

1852 /4

044/2 1241

,//\

1739,/2 F72/2

1881

69 B76

The witnesses of variant b

are divided into 10 sets,
and there 1s no sufficient coherence
between members of distinct sets.
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imperfect coherence
1Pt 4,16/24-28 do&aletm o€ Tov B0V €V

a TO LEPEL TOVTO C TO UEPEL TOVTOV
=—>b 1O OVOUOTL TOVT® d toute T pEPEL
€ TO UEPEL TOVT® M TO® OVOUOTL TOUTM

1Pt 4:16/24-28b
Con=10
- - ST |
& ™ ! L |
I I Il

T
I -
P / 3 “ . i N / | i
y 3 r h| 4 » ¥ 4 ¥ 4 ¥
03 2492 5 1175 1832 69 876 88 2718 218
01/2 1739,/2 P72/2 1243,/2 623 1611/2 915 2374 436,3 1359
044/2 1241 1852/4 1881 323 81,2 945 2464 2805 614/2 2138 2541 1067 1409 1563 1718
442/2 02/2 2344,2 2412 1505 1890/6
621 33
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imperfect coherence
1Pt 4,16/24-28 do&aletm 0 TOoVv B0V €V

a T UEPEL TOVTO C TO UEPEL TOVTOV
=—>b T OVOUITL TOVT® d 7tovte Te puepeL
e TM UEPEL TOVT® T TM OVOLATL TOUTO

1Pt 4:16/24-28b
Con=10
- - N S |
,/ ! L - 4 o™ ! i |
L I L I
= ! i \ I | A ! Y |
y r b 4 » L 4 L | L
03 2492 5 1175 1832 59 B76 88 2718 218

7N\ N\ VAN

01,2 1739/2 P72/2 1243/2 623 1611/2 915 2374 436/3 1359

The editors of the Editio Critica Maior consider variant a to be the more difficult reading
and assume that variant b has developed from variant a.
Even if variant b was the original, variant » must have been derived several times
from variant a coincidentally. Variant b remains a case of multiple origins.
Compare these textual flow diagrams ...

The resulting hypothesis: multiple genesis of variant b based on variant a.
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imperfect coherence

1Pt 4,16/24-28 do&aletm € TOV BeOV €V

a T HEPEL TOVTM C TM UEPEL TOVLTOV

=—>b T OVOUITL TOVT® d 7tovte Te puepeL
e TM UEPEL TOVT® T TM OVOLATL TOUTO

1Pt 4:16/24-28b
Con=10
- - ST |
& ™ ! L |

I -
- i I3 I " i | i I i ;
A 4 | ¥ » Y 4 Y < Y
03 2492 E 117E 1832 69 876 28 2718 218
1739,/2 p72/2 1243,/2 523 15611/2 915 2374 1359
044/2 1241 185'J ‘4 1881 >‘ Q45 2464 2805 2138 2541 1067 1409 1563 1718
Hypothesis: Variant a 442/2 02,2 23442 2412 1505 1890,6
1s the initial text. L
G621 33
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imperfect coherence

1Pt 4:16/24-28b
Con=10
- - ST |
& ™ L |

I -
i) L I
P / 3 “ . i N / | i
y 3 r h| 4 » ¥ 4 ¥ 4 ¥
03 2492 5 1175 1832 69 876 88 2718 218
1739,/2 P72/2 1243,/2 623 1611/2 915 2374 1359
044/2 1241 185'3 4 1881 323 81_..-’2 945 2464 2805 2138 2541 1067 1409 1563 1718
442/2 02/2 2344,2 2412 1505 1890/6

Hypothesis: Variant a :
is the initial text. L L

. and the textual flow diagram for variant b as initial text ...
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imperfect coherence

1Pt 4:16/24-28b
Con=10
- - ST |
& ™ ! L |

/ : ! ) \ s | * ! Y ;
4 | X » LA | Y 1 Y
2492 5 1175 1832 59 B76 88 2718 218
1739,/2 P72/2 1243,/2 623 1611/ Q1% 2374 1359
044/2 1241 1852, "4 1881 >‘ 45 2464 2805 2138 2541 1067 1409 1563 1718
Hypothesis: Variant a im0 2344/2 2412 1505 18906
1s the initial text. L L
G621 33
4 | A ! i |
/ ; \ £ A ;
rooo \
183" ‘m/; \ 88 2718 218
1611 2 0z 1175 1243 185" 2492 1739 2344 436 42 91% 2374 1359
2138 614/2 G623 ‘%’/ 2541 1067 1409 1563 1718
L \ \ l \« Hypothesis: Variant b is the initial text.
1890/6 1505 241z 2805 2464
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imperfect coherence

1Pt 4:16/24-28b
Con=10
- - ST |
& ™ ! L |

/ : ! ) \ s | * ! Y ;
4 | ] » LA 14 | Y
2492 5 1175 1832 59 B76 88 2718 218
1739,/2 P72/2 1243,/2 623 1611/ Q1% 2374 1359
044/2 1241 1852, "4 1881 >‘ 45 2464 2805 2138 2541 1067 1409 1563 1718
Hypothesis: Variant a im0 2344/2 2412 1505 18906
1s the initial text. L L
G621 33
multiple origins
£ RS
4 : ™ ! i :
/ ; \ I Y ;
r o« \
183" ‘m/; \ 88 2718 218
1611 2 03 1175 1243 185._ 2492 1739 2344 42 91%& 2374 1359
2138 614/2 623 ‘%/ 2541 1067 1409 1563 1718
l \« \ l \ Hypothesis: Variant b is the initial text.
1890/6 1505 2412 2805 2464
Contents [ Index




imperfect coherence
1Pt 4,16/24-28 do&aletm € TOV BeOV €V

a T UEPEL TOVTO C TM UEPEL TOVTOV
=—>b T OVOUITL TOVT® d 7tovte Te puepeL
e TM UEPEL TOVT® T TM OVOLATL TOUTO

1Pt 4:16/24-28b
Con=10
- - N S |
,/ ! L - 4 o™ ! i |
L I L I
= ! i \ I | A ! Y |
y r b 4 » L 4 L | L
03 2492 5 1175 1832 59 B76 88 2718 218

7N\ N\ VAN

01,2 1739/2 P72/2 1243/2 623 1611/2 915 2374 436/3 1359

ZN AN N B N

The editors of the Editio Critica Maior consider variant a to be the more difficult reading
and assume that variant b has developed from variant a.
Even if variant b was the original, variant » must have been derived several times
from variant a coincidentally. Variant b remains a case of multiple origins.

The resulting hypothesis: multiple genesis of variant b based on variant a.
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imperfect coherence
1Pt 4,16/24-28 do&aletm 0 TOoVv B0V €V

a T UEPEL TOVTO C TO UEPEL TOVTOV
=—>b T OVOUITL TOVT® d 7tovte Te puepeL
e TM UEPEL TOVT® T TM OVOLATL TOUTO

N PN P |
LA Cf. Mink (2004), 43-45 for this issue.
‘/’/ \ \ (The diagram shown there is based
) o’ . v . on the genealogical data for James and
o /1 T\ e T the pre-genealogical data for 1 Peter, cf. ibid. 41-42.
Therefore it differs from the diagram presented here.) |-

The editors of the Editio Critica Maior consider variant a to be the more difficult reading
and assume that variant b has developed from variant a.
Even if variant b was the original, variant » must have been derived several times
from variant a coincidentally. Variant b remains a case of multiple origins.

The resulting hypothesis: multiple genesis of variant b based on variant a.
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perfect coherence
1Pt 4,16/24-28 do&aletm 0 TOoVv B0V €V

=—>a T0 UWEPEL TOVTM C TM UEPEL TOVLTOV

h Tm ovonloom TonTm d  TonTm T 11N

R S Contrary to the last example
there 18 perfect coherence ‘// \\
within the attestation of variant a. 1735 2208/3

W"‘/%// e
1874 gaG 400 1837 14a0 1448 2Lz 0142
/\ [ /l \ |
104 1842 1661 1297 1831 2200,—-’2 1524 1509
| I /N |
15838 1270 1292_.-’2 420 B30 254 2774
I [\
15ag 206 L22

1799 Contents | Index



perfect coherence
1Pt 4,16/24-28 do&aletm 0 TOoVv B0V €V

—>a T uepet TOVT® C TO nggl TOVUTOV
h  Tm ovollaoT TonTm d TonTm T 11eNneT
R S Contrary to the last example
there is perfect coherence ‘// \\
within the attestation of variant a. . Soo8 3

104 1342 1661 1297 1831 2200/ 1524 1609
1838 1270 429 630 254 2774
l j Nearly all descendants are connected
to their most closely related ancestor.

e e ***  Only 3 descendants are joined

l with other very close relatives.

1789 Continue in order to see the right part ...



1Pt 4,16/24-28 do&aletm 0 TOoVv B0V €V

—>a T nggl TOVT® C TO MSpSL TOVUTOV
h  Tm ovollaoT TonTm d TonTm T 1HENET
1735 2208,/3

\»
" N 3

//‘%/4N R\\

1448 252 0142 1501 1729 1751 1827 2186 43 4a7 642 665
1609 330 1248 1127 a0s

l

2774

Nearly all descendants are connected
to their most closely related ancestor.
Only 3 descendants are joined

with other very close relatives.
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1Pt 4,16/24-28 do&aletm 0 TOoVv B0V €V

—>a Tm UEPEL TOVTO C T UEPEL TOVTOV
h T ovonoT Tontm d  TonTm T nene
‘/’/ \\ In case of lectio difficilior, perfect coherence must be expected.
Multiple emergence of variant a would invalidate this argument.
B 1735 2298/3

\»
" N 3

//‘%/4N R\\

1448 252 0142 1501 1729 1751 1827 2186 4a7 642 665

i AN

1609 330 1248 1127 a0s

l

2774

Nearly all descendants are connected
to their most closely related ancestor.
Only 3 descendants are joined

with other very close relatives.
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Coherence

pre-genealogical

Pre-genealogical coherence 1s based

on the agreement between witnesses.

Its strength 1s determined
by the proportion of agreements
between the witnesses compared.
Pre-genealogical coherence
has no genealogical direction.

genealogical

Genealogical coherence 1s based
on agreements and
the genealogical relationship
of diverging variants of witnesses.

The proportion of prior variants
determines the genealogical direction
between the witnesses compared.

The proportion of agreements
determines the strength of the
genealogical coherence.
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Coherence

pre-genealogical

genealogical

Pre-genealogical coherence 1s based
on the agreement between witnesses.

Genealogical coherence 1s based
on agreements and

Its strength 1

by the proportio Excursus:

between the witn Values determining coherence of prior variants

Pre-genealogi
has no genealo;

How to evaluate the relevant data

ral relationship
ants of witnesses.

iealogical direction
1esses compared.

TTIC proporton of agreements
determines the strength of the
genealogical coherence.

Contents | Index



Coherence

Coherence may be assessed as strong or weak or appropriate.
What is the criterion for rating coherence?

Let us start with genealogical coherence
and then switch to pre-genealogical coherence
in order to recognize the limitations of the latter.

Excursus:
Values determining coherence

Contents | Index



Genealogical coherence

Data relevant for assessing genealogical coherence 1s provided
in tables containing the potential ancestors of a given witness.

(Cf. the "Potential ancestors" module
of the "Genealogical Queries" program.)

What do such tables show?

Excursus:
Values determining coherence

Contents | Index


http://intf.uni-muenster.de/cbgm/GenQ.html

for instance:

Contents | Index

potential ancestors of 025
(025 = W(itness)l)

W2
P9
0166
053
18315
P23
27185
0173
0246
A
468
0156
0296
0209
1739
04
P100
03
0247
P20
0251
0232
P81
0316
P78

0

- 100.000 1
0 - 100.000 8
> 97.368 37
> 96.970 32
> 95.918 47
> 95,122 117
> 95.000 19
- 93.333 28
92.437 2371

- 91.0596 2435
> 90.909 60
- 89.756 44
> 89.167 107
88.810 2381
88.3181701

> 88.235 75
87.551 2342

> 86.364 19
- 84,783 39
- 82,353 14
> 80.328 495
> 79.268 65
> 76.667 23
- 75.000 3

o O O O O 0 O b O WO oo o= oOooOooo

NRD PERC1 EQ PASSW1<W2W1>W2UNCLNOREL

Values determining coherence

1 0 0 0 0

8 0 0 0 0

38 1 0 0 0
33 1 0 0 0
49 1 0 0 1
123 4 2 0 0
20 1 0 0 0
30 1 1 0 0
2565 181 0 6 7
2673 82 82 48 6
66 3 2 1 0
49 2 2 1 0
120 5 3 5 0
2681 126 83 63 18
1526 88 78 45 14
85 5 4 1 0
2675 175 68 82 8
22 2 0 1 0
46 3 3 1 0
17 1 1 0 1
61 6 5 0 1
82 8 5 4 0
30 3 1 2 1

4 0 0 0 1
Excursus: “




potential ancestors of 025

Explanation of the fields

(025 = W(itness)l)

W2
P9
0166
053
18315
P23
27185
0173
0246
A
468
0156
0296
0209
1739
04
P100
03
0247
P20
0251
0232
P81
0316
P78

W itness)2: potential ancestor __#

Contents | Index

0

- 100.000 1
0 - 100.000 8
> 97.368 37
> 96.970 32
> 95.918 47
> 95,122 117
> 95.000 19
- 93.333 28
92.437 2371

- 91.0596 2435
> 90.909 60
- 89.756 44
> 89.167 107
88.810 2381
88.3181701

> 88.235 75
87.551 2342

> 86.364 19
- 84,783 39
- 82,353 14
> 80.328 495
> 79.268 65
> 76.667 23
- 75.000 3

o O O O O 0 O b O WO oo o= oOooOooo

NRD PERC1 EQ PASSW1<W2W1>W2UNCLNOREL

Values determining coherence

1 0 0 0 0

8 0 0 0 0

38 1 0 0 0
33 1 0 0 0
49 1 0 0 1
123 4 2 0 0
20 1 0 0 0
30 1 1 0 0
2565 181 0 6 7
2673 82 82 48 6
66 3 2 1 0
49 2 2 1 0
120 5 3 5 0
2681 126 83 63 18
1526 88 78 45 14
85 5 4 1 0
2675 175 68 82 8
22 2 0 1 0
46 3 3 1 0
17 1 1 0 1
61 6 5 0 1
82 8 5 4 0
30 3 1 2 1

4 0 0 0 1
Excursus: “




potential ancestors of 025
(025 = W(itness)l)

Tables like this one include
some witnesses (W2) which are
neither potential ancestors
nor potential descendants
for there is no genealogical direction

W2
—» P9
—> 0166

053
18315
P23
27185
0173
—» 0246
A
—»> 468
0156
—» 0296
0209
1739

between the witnesses compared.
It is indicated by "-"
in the "D(irection)" field.

Explanation of the fields

W itness)2: potential ancestor

Contents | Index

04
P100
03
0247
—»> P20
—» 0251
0232
P81
0316

—» P78

NRD PERC1 EQ PASSW1<W2W1>W2UNCLNOREL
- 100.000 1
0 - 100.000 8

0

o O O O O 0 O b O WO oo o= oOooOooo

O

v

v

V'

V'

Vv vV v

97.368 37
96.970 32
95.918 47
95.122 117
95.000 19
93.333 28
92.437 2371
91.096 2435
90.909 60
85.796 44
85.167 107
88.810 2381
88.3181701
88.235 75
87.551 2342
86.364 19
84,783 39
82.353 14
80.328 49
79.268 65
76.667 23
75.000 3

Values determining coherence

1 0 0 0 0

8 0 0 0 0

38 1 0 0 0
33 1 0 0 0
49 1 0 0 1
123 4 2 0 0
20 1 0 0 0
30 1 1 0 0
2565 181 0 6 7
2673 82 82 48 6
66 3 2 1 0
49 2 2 1 0
120 5 3 5 0
2681 126 83 63 18
1526 88 78 45 14
85 5 4 1 0
2675 175 68 82 8
22 2 0 1 0
46 3 3 1 0
17 1 1 0 1
61 6 5 0 1
82 8 5 4 0
30 3 1 2 1

4 0 0 0 1
Excursus: “




potential ancestors of 025

Explanation of the fields

(025 = W(itness)l)

W2
P9
0166
053
18315
P23
27185
0173
0246
A
468
0156
0296
0209
1739
04
P100
03
0247
P20
0251
0232
P81
0316
P78

W (itness)2: potential ancestor __#

Contents | Index

0 - 100.000 1
0 - 100.000 8

O

v

v

V'

V'

O O O A O W N O OO o= OoOoOOoOo oo
i

—Ppo o 0 O
YN Y

rank number

97.368 37
96.970 32
95.918 47
95.122 117
95.000 19
93.333 28
92.437 2371
91.096 2435
90.909 60
85.796 44
85.167 107
88.810 2381
88.3181701
88.235 75
87.551 2342
86.364 19
84,783 39
82.353 14
80.328 49
79.268 65
76.667 23
75.000 3

NRD PERC1 EQ PASSW1<W2W1>W2UNCLNOREL

Values determining coherence

1 0 0 0 0

8 0 0 0 0

38 1 0 0 0
33 1 0 0 0
49 1 0 0 1
123 4 2 0 0
20 1 0 0 0
30 1 1 0 0
2565 181 0 6 7
2673 82 82 48 6
66 3 2 1 0
49 2 2 1 0
120 5 3 5 0
2681 126 83 63 18
1526 88 78 45 14
85 5 4 1 0
2675 175 68 82 8
22 2 0 1 0
46 3 3 1 0
17 1 1 0 1
61 6 5 0 1
82 8 5 4 0
30 3 1 2 1

4 0 0 0 1
Excursus: “




W2

NRD PERC1 EQ PASSW1<W2W1>W2UNCLNOREL

W itness)2: potential ancestor __#

potential ancestors of 025 P9 0[- 100.000 1

(025 — W(itness)l) 0166 0|- 100.000 8

—» 093 0|> 97.368 37

18315 0|> 96.970 32

P23 0> 95,918 47

27185 0> 95,122 117

0173 0|> 95.000 19

0246 0|- 93.333 28

The rank number is 0 A 1 92.4372371

if there is no genealogical direction 468 0 - 91.096 2435
between the witnesses compared 0156 0> 90.909 60
or if a witness is too fragmented. —» 0296 0/- 89.796 44
In the latter case it is indicated 0209 O0|> 89.167 107
by ">" 1n the "D(irection)" field 1739 2 f 88.810 2381
if the witness (W2) 04 3. 88.3181701
qualifies as potential ancestor —> P100 0> 88.235 75
(because of the direction of 03 4 87.5512342
the genealogical relationship). 0247 0> 86.364 19
P20 0|- 84.783 39

0251 0|- 82.353 14

—>| 0232 0> 80.328 49

PB1 0> 79.268 65

Explanation of the fields 0316 0Ol> 76.667 23
P78 T - 75.000 3

Contents | Index rank number

Values determining coherence

1 0 0 0 0

8 0 0 0 0

38 1 0 0 0
33 1 0 0 0
49 1 0 0 1
123 4 2 0 0
20 1 0 0 0
30 1 1 0 0
2565 181 0 6 7
2673 82 82 48 6
66 3 2 1 0
49 2 2 1 0
120 5 3 5 0
2681 126 83 63 18
1526 88 78 45 14
85 5 4 1 0
2675 175 68 82 8
22 2 0 1 0
46 3 3 1 0
17 1 1 0 1
61 6 5 0 1
82 8 5 4 0
30 3 1 2 1

4 0 0 0 1
Excursus: “




W2

NRD PERC1 EQ PASSW1<W2W1>W2UNCLNOREL

potential ancestors of 025

(025 = Wiitness) 1)
_>

The rank number is O
if there is no genealogical direction
between the witnesses compared
or if a witness is too fragmented.
In the latter case it is indicated
by ">" 1n the "D(irection)" field
if the witness (W2)
qualifies as potential ancestor >
(because of the direction of
the genealogical relationship).

Explanation of the fields

W itness)2: potential ancestor 4

Contents | Index rank number

Values determining coherence

P9 0|- 100.000 1 1 0 0 0 0
0166 0|- 100.000 8 8 0 0 0 0
093 0|> 97.368 37 38 1 0 0 0
18315 0> 96.970 32 33 1 0 0 0
P23 0> 95,918 47 49 1 0 0 1
27185 0> 95.122 117 123 4 2 0 0
0173 0> 95.000 19 20 1 0 0 0
e """ i ‘“ 0
Smaller fragments have virtually no chance
to become ancestors in an optimal substemma
(1) because the more fragmented a witness is
the less one can estimate which the relationship
would be if the entire witness were preserved, and
(i1) because the number of ancestors
| 1n an optimal substemma must be as small as possible.
Therefore the chance of smaller fragments
being one of these ancestors is very little.
N\ 0
P20 0/- B84.783 39 46 3 3 1 0
0251 0|- 82.353 14 17 1 1 0 1
0232 0> 80.328 49 61 6 5 0 1
PB1 0> 79.268 65 82 8 5 4 0
0316 0> 76.667 23 30 3 1 2 1
P78 0/- 75.000 3 4 0 0 0 1
T Excursus:




W2

NRD PERC1 EQ PASSW1<W2W1>W2UNCLNOREL

potential ancestors of 025 P9
(025 = Wqitness)1) 0166

The rank number is O
if there is no genealogical direction
between the witnesses compared

by ">" in the "L eecmor—rere
if the witness (W2)
qualifies as potential ancestor
(because of the direction of
the genealogical relationship).

Explanation of the fields

—» 093
18315
P23
27185
0173

—~

0

o O O O O

- 100.000

0|- 100.000

97.368
96.970
95.918
95.122
95.000

e e e e

vV V VYV VYV

1
8
37

1

8
38
33
49
123
20

—

0

A N e ==

0

= % I = I e I e R

0

o O O O O O

Smaller fragments have virtually no chance

to become ancestors in an optimal substemma

(1) because the more fragmented a witness is

or if a witness iy [n order to focus on the essential witnesses

In the latter cas| .01 now on smaller fragments are excluded. [itness were preserved, and
iy uevausy ure dumber of ancestors

in an optimal substemma must be as small as possible.
Therefore the chance of smaller fragments
being one of these ancestors is very little.

ite which the relationship

P20
0251

—» 0232
P81
0316
P78

W (itness)2: potential ancestor ___4

—_—o O O O O O

Contents | Index rank number

- 84,783
- 82.353
80.328
79.268
76.667
- 75.000

Vv vV v

39
14
49
65
23

3

46
17
61
82
30

4

o W o = W

oo = W

0

o N OB O O =

o o o = o o o o

===

Excursus:
Values determining coherence




potential ancestors of 025

Explanation of the fields

(025 = Wqitness)1)

W2 NRDPERC1 EQ PASSW1<W2W1>W2UNCLNOREL
A 1 92,437 2371 2565

468
1735
04
03

W (itness)2: potential ancestor4f

Contents | Index

0 - 91.096 2435 2673
2 B88.8102381 2681
3 88.3181701 1926
4 87.551 2342 2675

rank number:

181 0 6 7
g2 82 48 6
126 83 63 18
88 78 45 14
175 68 82 8
Excursus:

Values determining coherence




potential ancestors of 025
(025 = W(itness)l)

Explanation of the fields

W2 NRDPERC1 EQ PASSW1<W2W1>W2UNCLNOREL
A 1 92,437 2371 2565

468
1735
04
03

W (itness)2: potential ancestor4f

0 - 91.096 2435 2673
2 B88.8102381 2681
3 88.3181701 1926
4 87.551 2342 2675

rank number:

percentage of agreements

Contents | Index

181 0 6 7
g2 82 48 6
126 83 63 18
88 78 45 14
175 68 82 8
Excursus:

Values determining coherence




potential ancestors of 025
(025 = W(itness)l)

Explanation of the fields

W2 NRDPERC1 EQ PASSW1<W2W1>W2UNCLNOREL

A
468
1735
04
03

W (itness)2: potential ancestor4f

1 952.437 2371 2565
0 - 91.096 2435 2673
2 B88.8102381 2681
3 88.3181701 1926

4 87.551 2342 2675
A

rank number:

percentage of agreements

number of agreements

Contents | Index

181 0 6 7
g2 82 48 6
126 83 63 18
88 78 45 14
175 68 82 8
Excursus:

Values determining coherence




W2 NRDPERC1 EQ PASSW1<W2W1>W2UNCLNOREL

potential ancestors of 025 A 1 9243723712565 181 0 6 7

(025 = Wimess)1) 468 0 - 91.096 2435 2673 92 92 48 6

1739 2 88.8102381 2681 126 93 63 18

04 3 88.3181701 1926 88 78 45 14

Explanation of the fields 03 4 87.5512342 2675 175 68 82 8

A A A
W (itness)2: potential anc:estor4f

rank number:

percentage of agreements

number of agreements

number of passages common to both witnesses

The total of variant passages
in the Catholic Letters is 3046.
025 is fragmented and
contains 2681 of them.

Excursus:
Values determining coherence

Contents | Index



potential ancestors of 025
(025 = W(itness)l)

Explanation of the fields

W2 NRDPERC1 EQ PASSW1<W2W1>W2UNCL NOREL

A
468
1735
04
03

W (itness)2: potential ancestor4f

1 952.437 2371 2565
0 - 91.096 2435 2673
2 B88.8102381 2681
3 88.3181701 1926

4 87.551 2342 2675
A A

rank number:

percentage of agreements

number of agreements

number of passages common to both witnesses

prior variants in the pot. ancestor:

Contents | Index

181 0 6 7
82 52 48 6
126 83 63 18
88 78 45 14
175 68 82 8
A
Excursus:

Values determining coherence




potential ancestors of 025
(025 = Witness) 1)

Explanation of the fields

W2 NRDPERC1 EQ PASSW1<W2W1>W2UNCL NOREL

W (itness)2: potential ancestor4f

rank number:

percentage of agreements

number of agreements

number of passages common to both witnesses

prior variants in the pot. ancestor:

prior variants in the pot. descendant

Contents | Index

A 1 8624372371 2565 181 0 6 7
468 0 - 91.056 2435 2673 82 52 48 6
1739 2 88.8102381 2681 126 83 63 18
04 3 88.3181701 1926 88 78 45 14
03 4 87.5512342 2675 175 68 82 8
A A A A
Excursus:

Values determining coherence




The Coherence-Based Genealogical Method (CBGM) — Introductory Presentation by Gerd Mink

potential ancestors of 025 A 1 92.4372371 2565
(025 = Wiitness)1) 468 0 - 91.096 2435 2673 92 92 43 6
1739 2 88.8102381 2681 126 83 63 18
: 04 3 B88.3181701 1926 88 78 45 14
Explanation of the fields 03 4 87.5512342 2675 175 68 82 8
A A A A A
W (itness)2: potential ancestor—f T
rank number
percentage of agreements
number of agreements
number of passages common to both witnesses
prior variants in the pot. ancestor:
prior variants in the pot. descendant
Excursus:

Values determining coherence

Contents | Index

Release 1.0



The Coherence-Based Genealogical Method (CBGM) — Introductory Presentation by Gerd Mink

potential ancestors of 025 A 1 92.4372371 2565
(025 = Wiimess)]) 468 0 - 91.096 2435 2673

1739 2 88.8102381 2681
04 3 88.3181701 1926
03 4 87.5512342 2675

Explanation of the fields

Wi itness)2: potential ancestor (
rank number
percentage of agreements
number of agreements
number of passages common to both witnesses
prior variants in the pot. ancestor

prior variants in the pot. descendant

92
126
88
175

92
93
78
68

4B
63
45
82

5
18
14

8

Excursus:
Values determining coherence

Contents | Index

Release 1.0



potential ancestors of 025
(025 = Witness) 1)

Explanation of the fields

W2 NRDPERC1 EQ PASSW1<W2W1>W2UNCL NOREL

W (itness)2: potential ancestor4f

rank number:

percentage of agreements

number of agreements

number of passages common to both witnesses

prior variants in the pot. ancestor:

prior variants in the pot. descendant

unclear passages

Contents | Index

A 1 8624372371 2565 181 0 6 7
468 0 - 91.056 2435 2673 82 52 48 6
1739 2 88.8102381 2681 126 83 63 18
04 3 88.3181701 1926 88 78 45 14
03 4 87.5512342 2675 175 68 82 8
A A A A A
Excursus:

Values determining coherence




potential ancestors of 025
(025 = W(itness)l)

Explanation of the fields

W2 NRDPERC1 EQ PASSW1<W2W1>W2UNCLNOREL

W (itness)2: potential ancestor4f

rank number:

percentage of agreements

number of agreements

number of passages common to both witnesses

prior variants in the pot. ancestor

prior variants in the pot. descendant

unclear passages

UNCL: At the present stage of work

In some cases it may be impossible
to make a decision.

it is unclear which is the source at these passages.

Contents | Index

A 1 8624372371 2565 181 0 6 7
468 0 - 91.056 2435 2673 82 52 48 6
1739 2 88.8102381 2681 126 83 63 18
04 3 88.3181701 1926 88 78 45 14
03 4 87.5512342 2675 175 68 82 8
A A A A A
Excursus:

Values determining coherence




potential ancestors of 025
(025 = Witness) 1)

Explanation of the fields

W2 NRDPERC1 EQ PASSW1<W2W1>W2UNCL NOREL

W (itness)2: potential ancestor4f

rank number:

percentage of agreements

number of agreements

number of passages common to both witnesses

prior variants in the pot. ancestor:

prior variants in the pot. descendant

unclear passages

no relation

Contents | Index

A 1 8624372371 2565 181 0 6 7
468 0 - 91.056 2435 2673 82 52 48 6
1739 2 88.8102381 2681 126 83 63 18
04 3 88.3181701 1926 88 78 45 14
03 4 87.5512342 2675 175 68 82 8
A A A A A A

Excursus:

Values determining coherence




potential ancestors of 025
(025 = W(itness)l)

Explanation of the fields

W2 NRDPERC1 EQ PASSW1<W2W1>W2UNCLNOREL

W (itness)2: potential ancestor4f

rank number

percentage of agreements

number of agreements

number of passages common to both witnesses

prior variants in the pot. ancestor

prior variants in the pot. descendant

unclear passages

no relation

At these passages, in a local stemma there is no relation
between the variants in the witnesses compared
because they are in different branches of the stemma.

A 1 8624372371 2565 181 0 6 7
468 0 - 91.056 2435 2673 82 52 48 6
1739 2 88.8102381 2681 126 83 63 18
04 3 88.3181701 1926 88 78 45 14
03 4 87.5512342 2675 175 68 82 8
A A A A A A

Excursus:

Contents | Index

Values determining coherence




The Coherence-Based Genealogical Method (CBGM) — Introductory Presentation by Gerd Mink

potential ancestors of 025 A 1 92.4372371 2565
(025 = Wiitness)1) 468 0 - 91.096 2435 2673

1739 2 88.8102381 2681
04 3 B88.3181701 1926
03 4 87.5512342 2675

Explanation of the fields

A
W (itness)2: potential ancestor ﬂ
rank number

percentage of agreements

number of agreements

number of passages common to both witnesses
prior variants in the pot. ancestor
prior variants in the pot. descendant

unclear passages

no relation

92 92 4B 6
126 93 63 18
88 78 45 14
175 68 82 8
Excursus:

Values determining coherence

Contents | Index

Release 1.0



The Coherence-Based Genealogical Method (CBGM) — Introductory Presentation by Gerd Mink

potential ancestors of 025 A 1 92.4372371 2565
(025 = Wiimess)]) 468 0 - 91.096 2435 2673

1739 2 88.8102381 2681
04 3 88.3181701 1926

Explanation of the fields

03 4 87.5512342 2675

Wiitness)2: potential ancestor

rank number

percentage of agreements

number of agreements

number of passages common to both witnesses
prior variants in the pot. ancestor

prior variants in the pot. descendant

unclear passages

no relation

92
126
88
175

92
93
78
68

4B
63
45
82

5
18
14

8

Excursus:
Values determining coherence
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1739 2 88.8102381 2681
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rank number
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potential ancestors of

04 W2 NRD PERC1
A 1 952500

1739 2 950.922

03 3 85.301

025 W2 NRDPERC1
A 1 9S2.437

468
1735
04
03

0 - 91.096
2 88.810
3 88.318
4 87.551

373 W2 NR D PERC1

1739
A

35
04
93
617
307
468
424
025

03 10

1 95.461
2 92.284
0 - 89.638
89.323
89.276
89.276
89.145
89.145
89.028
88.262
87.811

oo Oy O B B W
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W2 NRDPERC1
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01 03
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02
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468
1845
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642 20
319 21
020 22
1735 23
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2298 25
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468
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P74

95.995
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92.263
91.160
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87.853
87.272
87.262
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Please observe

the different mixtures
of potential ancestors
and the different

starting values
and decrease

of agreement
percentages.
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W2 NRD PERC1

424 1

2423
319
020

18
35
468
93
252
6
307
453
642
A 15

1448 16
025 17

2452 18

2298 19

81 20
323 21
945 22

03 23

04 24

1739 25

02 26
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P74 (0 >8Z. 789

W2 NR D PERC1

86.735 886 1 97.205
95.357 1661 2423 2 90.145
§5.323 424 3 89.835
65.115 18 4 89.366
84,779 020 5 89.362
84.620 468 6 89.329
54.435 35 7 89.292
54.4195 319 8 89.188
S4.040 17 © 89,127
63.898 252 10 89.043
62.580 607 11 B8B8.937
62.558 1 12 88.757
62.021 1609 13 88.699
81.851 018 14 88.599
81.555 1501 15 88.313
81.152 400 16 88.250
80.916 2774 17 88.223
80.349 0142 18 88.079
88.402 83 19 B87.974
88.218 049 20 B87.863
88.057 1270 21 87.836
87.290 459 22 87.818
86.948 808 23 B8B7.797
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For instance
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potential ancestors of

04 W2 NRD PERC1
A 1 952500

1739 2 950.922

03 3 85.301

Contents | Index

The typical features of this table:
A 1s the most closely related potential ancestor
in the range above 92% agreement.
A is followed by non-Byzantine witnesses only.
Between the agreement percentage of A
and of the following witness there is a greater gap
(more than 2 percentage points).
No very closely related relative is extant.
The list is short.

Cf. other examples: 1739 and 03 ...

Excursus:
Values determining coherence




potential ancestors of

04 W2 NRD PERC1 1739 W2 NR D PERC1 03 W2 NR D PERC1 In the case of 03,
A 1 92.900 A 1 93.803 A 1 96856 thelistisextremely short.
1739 2 90.922 03 2 89.128 There is no potential ancestor but A.
03 3 89.301

The typical features of this table:
A 1s the most closely related potential ancestor
in the range above 92% agreement.
A is followed by non-Byzantine witnesses only.
Between the agreement percentage of A
and of the following witness there is a greater gap
(more than 2 percentage points).
No very closely related relative is extant.
The list is short.

Cf. other examples: 1739 and 03 ...

Excursus:
Values determining coherence
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The Coherence-Based Genealogical Method (CBGM) — Introductory Presentation by Gerd Mink

potential ancestors of

In the case of 03,
04 -.l- 1739 -.l-| 03 -h.llﬁl the list is extremely short.

A 1 62.900 A 1 63.803 Pore i 0
1739 2 90.922 03 2 B89.128 There is no potential ancestor but A.
03 3 89.301

The typical features of this table:
A 1s the most closely related potential ancestor
in the range above 92% agreement.
A is followed by non-Byzantine witnesses only.
Between the agreement percentage of A
and of the following witness there is a greater gap
(more than 2 percentage points).
No very closely related relative is extant.
The list is short.

Cf. other examples: 1739 and 03 ...

Excursus:
Values determining coherence

Contents | Index
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For instance
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84.620 468 6 89.329
54.435 35 7 89.292
54.4195 319 8 89.188
S4.040 17 © 89,127
63.898 252 10 89.043
62.580 607 11 B8B8.937
62.558 1 12 88.757
62.021 1609 13 88.699
81.851 018 14 88.599
81.555 1501 15 88.313
81.152 400 16 88.250
80.916 2774 17 88.223
80.349 0142 18 88.079
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potential ancestors of

A
468
1735
04
03

025 W2 NRDPERC1

1 92.437
0 - 91.096
2 88.810
3 88.318
4 87.551

Contents | Index

The typical features of this table:
A 1s the most closely related potential ancestor
in the range above 92% agreement.
A is followed by a witness
with a considerable proportion of Byzantine variants.
Between the agreement percentage of this witness
and of the following one there is a greater gap
(more than 2 percentage points).
The next potential ancestors
are non-Byzantine witnesses only
No very closely related relative is extant.
The list is short.

Cf. another very similar example: 468 ...

EXcursus:
Values determining coherence




potential ancestors of

025 I 463 I The distance to the non-Byzantine
A 1 92,437 A 1 92.548 . . . .
witnesses 1739 and 04 1s greater in this case.
468 0 - 91.096 025 0 - 951.096
1739 2 88.810 1739 2 87.652
04 3 B88.318 03 3 87.633
03 4 87.551 04 4 87.220

The typical features of this table:
A 1s the most closely related potential ancestor
in the range above 92% agreement.
A is followed by a witness
with a considerable proportion of Byzantine variants.
Between the agreement percentage of this witness
and of the following one there is a greater gap
(more than 2 percentage points).
The next potential ancestors
are non-Byzantine witnesses only
No very closely related relative is extant.
The list is short.

Cf. another very similar example: 468 ...

EXCUTSUS:
Values determining coherence
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potential ancestors of

025 W2 NRDPERCI 468 W2 NRD PERC1 The distance to the non-Byzantine
A 1 62.437 A 1 92.548 . . . .
witnesses 1739 and 04 is greater in this case.
468 0 - 91.096 025 0 - 91.0596
1739 2 B88.810 1739 2 87.652
04 3 88.318 03 3 87.633
03 4 87.551 04 4 87.220

The typical features of this table:
A 1s the most closely related potential ancestor
in the range above 92% agreement.
A is followed by a witness
with a considerable proportion of Byzantine variants.
Between the agreement percentage of this witness
and of the following one there is a greater gap
(more than 2 percentage points).
The next potential ancestors
are non-Byzantine witnesses only
No very closely related relative is extant.
The list 1s short.

Cf. another very similar example: 468 ...

EXCUTSUS:
Values determining coherence

Contents | Index
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potential ancestors of

373 W2 NRD PERC1
1739 1 95.461

A 2 92.284

35 0-85.638

3 89.323

4 89.276

4 89.276

307 6 89.145
6 89.145

8 89.028

9 88.262

03 10 87.811

Contents | Index

The typical features of this table:
There is a very closely related non-Byzantine ancestor.
The value of agreements with A
1s more than 3 percentage points less.
Its agreement is comparable to the level
shown 1in the tables of 04, 025 or 468.
After a gap of more than 2 percentage points
there is a mix of 04 and different Byzantine witnesses
in the 89% range. The list is short.

The profile of ancestry is similar in some witnesses
like 945, 2298 ...




potential ancestors of

323 W2 NRDPERC1

1739
A
35
04
93
617
307
468
424
025
03

1 95.461
2 92.284
0 - 89.638
89.323
89.276
89.276
89.145
89.145
89.028
88.262
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10 87.811

Contents | Index

045 W2 NRD PERC1

1735
2258
A
323
04
025
35
468
424
642
18
307
319
2423
1448
453
020
617
03
93
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94.544
92.641
92.058
91.941
85.639
88.955
88.674
88.574
88.392
88.322
88.319
88.214
88.188
88.079
87.854
87.837
87.644
87.623
87.537
86.868

W2 NRDPERC1

2298
1739 1 95.265
323 2 93.055
A 3 92.292
04 4 90.152
35 5 89.750
468 6 B89.423
307 7 89.258
2423 8 89.123
424 9 89.075
617 10 8B.962
025 11 88B.914
93 12 88.798

210 172 28 £17

The typical features of this table:
There is a very closely related non-Byzantine ancestor.
The value of agreements with A
i1s more than 3 percentage points less.
Its agreement is comparable to the level
shown 1in the tables of 04, 025 or 468.
After a gap of more than 2 percentage points
there is a mix of 04 and different Byzantine witnesses
in the 89% range. The list is short.

The profile of ancestry is similar in some witnesses
like 945, 2298 ...




potential ancestors of 945 W2 NR D PERC1

1739 1 94.944
373 W2 NRD PERC1 2298 2 92.641
1739 1 95.461 A 3 92.058

A 2 92.284 323 4 91.941

35 0 - 89.638 04 5 89.639

04 3 89.323 025 6 88.959

93 4 89.276 35 7 88.674

617 4 89.276 468 8 88.574

307 6 89.145 424 9 88.392
468 6 89.145 642 0 - 88.322
424 8 89.028 18 10 88.319
025 9 B88.262 307 11 88.214

03 10 87.811 319 12 88.188
2423 13 88.079

1448 14 87.854

453 15 87.837

020 16 87.644

617 17 87.623

03 18 87.537

93 19 86.868

These witnesses share their variants
with non-Byzantine and Byzantine
witnesses. The non-Byzantine
influence clearly prevails.

Contents | Index
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025 11 88B.914
93 12 88.798

210 172 28 £17

The typical features of this table:
There is a very closely related non-Byzantine ancestor.
The value of agreements with A
i1s more than 3 percentage points less.
Its agreement is comparable to the level
shown 1in the tables of 04, 025 or 468.
After a gap of more than 2 percentage points
there is a mix of 04 and different Byzantine witnesses
in the 89% range. The list is short.

The profile of ancestry is similar in some witnesses
like 945, 2298 ...
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For instance
01 ...
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86.735 886 1 97.205
95.357 1661 2423 2 90.145
§5.323 424 3 89.835
65.115 18 4 89.366
84,779 020 5 89.362
84.620 468 6 89.329
54.435 35 7 89.292
54.4195 319 8 89.188
S4.040 17 © 89,127
63.898 252 10 89.043
62.580 607 11 B8B8.937
62.558 1 12 88.757
62.021 1609 13 88.699
81.851 018 14 88.599
81.555 1501 15 88.313
81.152 400 16 88.250
80.916 2774 17 88.223
80.349 0142 18 88.079
88.402 83 19 B87.974
88.218 049 20 B87.863
88.057 1270 21 87.836
87.290 459 22 87.818
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potential ancestors of
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W2 NRDPERC1

A1l

01 03
81
02
1738
623
04
468
1845
510
307 11
453 12
2423 13
617 14
35 15
424 16
323 17
93 18
18 19
642 20
319 21
020 22
1735 23
1448 24
2298 25
607 26
218 27
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90.793
87.175
85.485
85.262
85.254
85.234
85.175
85.143
84.998
84.988
84.955
84.902
84.884
84.822
84.723
84.697
84.692
84.689
84.687
84.636
84.628
84.505
84.457
84.416
84.380
84.351
84.316

The typical features of this table:
This list is rather long (44 potential ancestors).

A clearly is the most closely related ancestor.
But the percentage of agreement with A is less
than what we found in the tables
for 04, 1739, 03, 025, 486, 945 or 2298.

The percentage in the 03 line decreases considerably.
That is also true for the 81 line.

Then we see a dense field of relatively distant
potential ancestors showing various kinds of text.

Excursus:
Values determining coherence
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potential ancestors of _-m

A 1 90.793
0l 03 2 87.175 The typical features of this table:
81 3 85.485 This list is rather long (44 potential ancestors).
02 4 85.262 A clearly is the most closely related ancestor.
1739 S5 85.254 But the percentage of agreement with A is less
- than what we found in the tables
i for 04, 1739, 03, 025, 486, 945 or 2298.
1845 9 84.998 The percentage in the 03 line decreases considerably.
5 10 B84.988 That is also true for the 81 line.
307 11 84.955 Then we see a dense field of relatively distant
453 12 84.902 potential ancestors showing various kinds of text.
2423 13 84.884

617 14 B84.822
3515 84.723
424 16 B84.697
323 17 84.692
93 18 84.689
18 19 84.687
642 20 B84.636
319 21 B84.628
020 22 84.505
1735 23 84.457
1448 24 B84.416

2298 25 B84.380
607 26 84.351 Values determining coherence
Contents | Index 218 27 84.316
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04 W2 NRD PERC1
A 1 952500

1739 2 950.922

03 3 85.301

025 W2 NRDPERC1
A 1 9S2.437

468
1735
04
03

0 - 91.096
2 88.810
3 88.318
4 87.551

373 W2 NR D PERC1

1739
A

35
04
93
617
307
468
424
025

03 10

1 95.461
2 92.284
0 - 89.638
89.323
89.276
89.276
89.145
89.145
89.028
88.262
87.811
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W2 NRDPERC1

A1l
01 03
81
02
1738
623
04
468
1845
510
307 11
453 12
2423 13
617 14
35 15
424 16
323 17
93 18
18 19
642 20
319 21
020 22
1735 23
1448 24
2298 25
607 26
218 27

W oo < 3y AWM

90.793
87.175
85.485
85.262
85.254
85.234
85.175
85.143
84.998
84.988
84.955
84.902
84.884
84.822
84.723
84.697
84.692
84.689
84.687
84.636
84.628
84.505
84.457
84.416
84.380
84.351
84.316

W2 NRD PERC1
617 1 95.995
35 424 2 95.988
468 3 95.588
A 4 952,263
025 5 91.160
323 0 - 85.638
1739 6 87.853
03 7 87.272
04 B 87.262
P74 0 >82.493

018 617

For instance
35 ...

W2 NRD PERC1

424 1

2423
319
020

18
35
468
93
252
6
307
453
642 14
A 15

1448 16
025 17

2452 18

2298 19

81 20
323 21
945 22

03 23

04 24

1739 25

02 26

W oo Oyl B WM

e
W N o= O

P74 (0 >8Z. 789

W2 NR D PERC1

86.735 886 1 97.205
95.357 1661 2423 2 90.145
§5.323 424 3 89.835
65.115 18 4 89.366
84,779 020 5 89.362
84.620 468 6 89.329
54.435 35 7 89.292
54.4195 319 8 89.188
S4.040 17 © 89,127
63.898 252 10 89.043
62.580 607 11 B8B8.937
62.558 1 12 88.757
62.021 1609 13 88.699
81.851 018 14 88.599
81.555 1501 15 88.313
81.152 400 16 88.250
80.916 2774 17 88.223
80.349 0142 18 88.079
88.402 83 19 B87.974
88.218 049 20 B87.863
88.057 1270 21 87.836
87.290 459 22 87.818
86.948 808 23 B8B7.797
Q£ C417 240C ke | o= 70
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potential ancestors of

617
35 424
468

A

025

323
1739
03

04

P74

W2 NRD PERC1

1 95.995
2 95.988
3 95.588
4 92,263
5 91.160
0 - 89.638
6 87.853
7 B7.272
8 87.262
0>82.493

The typical features of this table:

The agreement with A is comparable to the level
shown in the tables of 04, 025, 468, 323, 945 or 2298.
But there are very closely related potential ancestors
in the 95% range. They are witnesses of the Byzantine text.
After the 025 line only non-Byzantine witnesses
are presented.

Contents | Index

Excursus:
Values determining coherence




The Coherence-Based Genealogical Method (CBGM) — Introductory Presentation by Gerd Mink

potential ancestors of

617

35 424
468

A

025

323
1739
03

04

P74

1 95.965
2 95.988
3 95.588
4 92,263
5 061.160
0 - 85.638
6 87.853
7 87.272
8 87.262
0 > 82.493

The typical features of this table:

The agreement with A is comparable to the level
shown in the tables of 04, 025, 468, 323, 945 or 2298.
But there are very closely related potential ancestors
in the 95% range. They are witnesses of the Byzantine text.
After the 025 line only non-Byzantine witnesses
are presented.

463 W2 NRDPERC1

A
025
1739
03

1 92.548
0 - 91.096
2 B87.652
3 87.633

04 4 87.220

Contents | Index
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potential ancestors of

04 W2 NRD PERC1
A 1 952500

1739 2 950.922

03 3 85.301

025 W2 NRDPERC1
A 1 9S2.437

468
1735
04
03

0 - 91.096
2 88.810
3 88.318
4 87.551

373 W2 NR D PERC1

1739
A

35
04
93
617
307
468
424
025

03 10

1 95.461
2 92.284
0 - 89.638
89.323
89.276
89.276
89.145
89.145
89.028
88.262
87.811

oo Oy O B B W

Contents | Index

W2 NRDPERC1

A1l
01 03
81
02
1738
623
04
468
1845
510
307 11
453 12
2423 13
617 14
35 15
424 16
323 17
93 18
18 19
642 20
319 21
020 22
1735 23
1448 24
2298 25
607 26
218 27

W oo < 3y AWM

90.793
87.175
85.485
85.262
85.254
85.234
85.175
85.143
84.998
84.988
84.955
84.902
84.884
84.822
84.723
84.697
84.692
84.689
84.687
84.636
84.628
84.505
84.457
84.416
84.380
84.351
84.316

W2 NRD PERC1
617 1 95.995
35 424 2 95.988
468 3 95.588
A 4 952,263
025 5 91.160
323 0 - 85.638
1739 6 87.853
03 7 87.272
04 B 87.262
P74 0 >82.493

018 617

For instance
018 ...

W2 NRD PERC1

424 1

2423
319
020

18
35
468
93
252
6
307
453
642 14
A 15

1448 16
025 17

2452 18

2298 19

81 20
323 21
945 22

03 23

04 24

1739 25

02 26

W o< O B WM

e
W N o= O

P74 0>8Z.789 |

W2 NR D PERC1
86.735 886 1 97.205
95.357 |1661 2423 2 90.145
§5.323 424 3 89.835
65.115 18 4 89.366
84,779 020 5 89.362
84.620 468 6 89.329
54.435 35 7 89.292
54.4195 319 8 89.188
84.040 17 © 89,127
63.898 252 10 89.043
62.580 607 11 B8B8.937
62.558 1 12 88.757
62.021 1609 13 88.699
81.851 018 14 88.599
81.555 1501 15 88.313
81.152 400 16 88.250
80.916 2774 17 88.223
80.349 0142 18 88.079
88.402 83 19 B87.974
88.218 049 20 B87.863
88.057 1270 21 87.836
87.290 459 22 87.818
86.948 808 23 B8B7.797
Q£ C417 240C ke | o= 70
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potential ancestors of

468 w2 NRD PERC1

A
025
1739
03
04

1 952.548
0 - 91.096
2 B87.652
3 87.633
4 87.220

W2 NRDPERC1

35
617

424
468
A
025
323
1739
03
04
P74

1 95.995
2 95.988
3 95.588
4 92,263
5 91.160
0 - 89.638
6 87.853
7 B7.272
8 87.262
0>82.493

Contents | Index

W2 NRD PERC1
424 1 96.735
018 617 95.357
2423 95.323
319 95.119
020 94.779
18 94.620
35 94.435
468 94.419
93 94.040
252 93.898
6 92.580
307 92.558
453 92.021
642 14 91.851
A 15 91,555
1448 16 91.152
025 17 90.916
2492 18 950.34S
2298 19 88.402
81 20 88.218
323 21 88.057
945 22 87.290
03 23 86.948
04 24 86.517
1739 25 86.500
02 26 85.201
P74 0> 82.789

W 0~ O B WM

e
W N o= O

The typical features of this table are obvious
when we compare it to those for 468 and 35:
There is a great number of potential ancestors
which, compared with A, are more closely related to 018.
They all are witnesses of the Byzantine text.
Yet, the distance of 018 to A 1s
only slightly greater than that of 468 and 35.
In all cases, the non-Byzantine witnesses are found
at the end of the list.

Excursus:
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potential ancestors of

468 w2 NRD PERC1

A
025
1739
03
04

1 952.548
0 - 91.096
2 B87.652
3 87.633
4 87.220

W2 NRDPERC1

35
617

424
468
A
025
323
1739
03
04
P74

1 95.995
2 95.988
3 95.588
4 92,263
5 91.160
0 - 89.638
6 87.853
7 B7.272
8 87.262
0>82.493

Contents | Index

W2 NRD PERC1
424 1 96.735
018 617 95.357
2423 95.323
319 95.119
020 94.779
18 94.620
35 94.435
468 94.419
93 94.040
252 93.898
6 92.580
307 92.558
453 92.021
642 14 91.851
A 15 91,555
1448 16 91.152
025 17 90.916
2492 18 950.34S
2298 19 88.402
81 20 88.218
323 21 88.057
945 22 87.290
03 23 86.948
04 24 86.517
1739 25 86.500
02 26 85.201
P74 0> 82.789

W 0~ O B WM

e
W N o= O

The typical features of this table are obvious
when we compare it to those for 468 and 35:
There is a great number of potential ancestors
which, compared with A, are more closely related to 018.
They all are witnesses of the Byzantine text.
Yet, the distance of 018 to A 1s
only slightly greater than that of 468 and 35.
In all cases, the non-Byzantine witnesses are found
at the end of the list.

In 018, more Byzantine variants
have accumulated than in 468 or 35.
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potential ancestors of

04 W2 NRD PERC1
A 1 92.900
1739 2 90.922
03 3 89.301

025 W2 NRDPERC1
A 1 9S2.437

468
1735
04
03

0 - 91.096
2 88.810
3 88.318
4 87.551

373 W2 NR D PERC1

1739
A

35
04
93
617
307
468
424
025

03 10

1 95.461
2 92.284
0 - 89.638
89.323
89.276
89.276
89.145
89.145
89.028
88.262
87.811

oo Oy O B B W

Contents | Index

W2 NRDPERC1

A1l
01 03
81
02
1738
623
04
468
1845
510
307 11
453 12
2423 13
617 14
35 15
424 16
323 17
93 18
18 19
642 20
319 21
020 22
1735 23
1448 24
2298 25
607 26
218 27

W oo < 3y AWM

90.793
87.175
85.485
85.262
85.254
85.234
85.175
85.143
84.998
84.988
84.955
84.902
84.884
84.822
84.723
84.697
84.692
84.689
84.687
84.636
84.628
84.505
84.457
84.416
84.380
84.351
84.316

W2 NRD PERC1

617 1 95.995

35 424 2 95.988
468 3 95.588

A 4 952,263

025 5 91.160
323 0 - 85.638
1739 6 87.853
03 7 87.272

04 B 87.262

P74 0 >82.493

018 617

For instance
1661 ...

W2 NRD PERC1

424 1

2423
319
020

18
35
468
93
252
6
307
453
642 14
A 15

1448 16
025 17

2452 18

2298 19

81 20
323 21
945 22

03 23

04 24

1739 25

02 26

W oo Oyl B WM

e
W N o= O

96.735
95.357
95.323
95.119
94.779
94.620
94.435
94.419
94.040
93.898
92.580
92.558
92.021
91.851
91.555
91.152
90.916
90.349
88.402
88.218
88.057
87.290
86.948
86.517
86.500
85.201

P74 0> 82.789

W2 NR D PERC1

896

1661 2423
424
18
020
468
35
319
617
252
607
1
1609
018
1501
400
2774
0142
83
049
1270
459
808
2186
X(1297
detdrr 665

642
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97.205
90.145
89.835
89.366
89.362
89.329
89.292
85.188
85.127
85.043
88.937
88.757
88.699
88.599
88.313
88.250
88.223
88.07%
87.974
87.893
87.836
87.818
87.797
87.797
87.781
87.720
87.653




potential ancestors of

Contents | Index

W2 NR D PERC1

996
1661 2423
424
18
020
468
35
319
617
252
607
1
1609
018
1501
400
2774
0142
93
049
1270
459
808
2186
1297
665
642

W oo~y B W

NN RN NRNNR R B B bl B
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97.205
90.145
89.835
89.366
89.362
89.329
89.292
85.188
85.127
85.043
88.937
88.757
88.699
88.599
88.313
88.250
88.223
88.07%
87.974
87.893
87.836
87.818
87.797
87.797
87.781
87.720
87.653

The typical features of this table are:
1661 is very similar to its most closely related
potential ancestor 996.

Both show a very great distance to the witness
with rank number 2, more than 7 percentage points.
Then a very dense bulk of Byzantine witnesses follows.
The whole list comprises 119 potential ancestors.

Excursus:
Values determining coherence




potential ancestors of

Contents | Index

W2 NR D PERC1

996
1661 2423
424
18
020
468
35
319
617
252
607
1
1609
018
1501
400
2774
0142
93
049
1270
459
808
2186
1297
665
642
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97.205
90.145
89.835
89.366
89.362
89.329
89.292
85.188
85.127
85.043
88.937
88.757
88.699
88.599
88.313
88.250
88.223
88.07%
87.974
87.893
87.836
87.818
87.797
87.797
87.781
87.720
87.653

The typical features of this table are:
1661 is very similar to its most closely related
potential ancestor 996.

Both show a very great distance to the witness
with rank number 2, more than 7 percentage points.
Then a very dense bulk of Byzantine witnesses follows.
The whole list comprises 119 potential ancestors.

996 and 1661 are a pair of witnesses
sharing a lot of peculiar variants.
The basis of the text is, however,

clearly Byzantine.
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Which percentage of agreement is high or low?

These values may show the range
we find 1n the material collated for the Catholic Letters:

maximum: 99.1 % agreement between 614 and 2412 (27 disagreements)
minimum: 77.9 % agreement between 1241 and 1838 (624 disagreements)

average agreement: 87.6 %

Excursus:
Values determining coherence
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potential ancestors of

04 W2 NRD PERC1
A 1 952500

1739 2 950.922

03 3 85.301

025 W2 NRDPERC1
A 1 9S2.437

468
1735
04

0 - 91.096
2 88.810
3 88.318

03

4 87.551

373 W2 NR D PERC1

1739
A

35
04
93
617
307
468
424
025

03 10

1 95.461
2 92.284
0 - 89.638
89.323
89.276
89.276
89.145
89.145
89.028
88.262
87.811

oo Oy O B B W

Contents | Index

W2 NRDPERC1

W2 NRD PERC1

W2 NRD PERC1

W2 NR D PERC1

A 1 90.793 617 1 95.995 424 1 96.735 996
01~ 03 2 87.175 35 424 2 95988 (018 617 2 95.357 1661 2423
81 3 85.485 468 3 95.588 2423 3 95.323 424
02 4 85.262 A 4 92.263 319 4 95.119 18
1739 5 85.254 025 5 91.160 020 5 94.779 020
623 6 85.234 323 0 - 89.638 18 6 94.620 468
04 7 85.175 1739 6 87.853 35 7 94.435 35
468 8 85.143 03 7 87.272 468 8 94.419 319
1845 9 84.998 04 8 87.262 93 9 94.040 617
510 84.988 P74 0> 82.493 252 10 93.898 252
307 11 84.955 611 92.580 607
453 12 84.902 307 12 92.558 1
2423 13 84.884 453 13 92.021 1609
617 14 84.822] The agreement values | g42 14 91.851 018
35 15 84.723] fall below average A 15 91.555 1501
424 16 84.697 (87.6 %) 1448 16 91.152 400
323 17 84.692] at different positions | 02517 90.916 2774
93 18 84.689 in the tables of 2492 18 90.349 0142
18 19 84.687) . tontial ancestors 2298 19 88.402 93
642 20 84.636 . 81 20 88.218 049
(cf. the red lines).
319 21 84.628 323 21 88.057 1270
020 22 84.505 945 22 87.290 459
1735 23 84.457 03 23 86.948 808
1448 24 84.416 04 24 86.517 2186
2298 25 84.380 1739 25 86.500 X(1297
607 26 84.351 02 26 85.201 detdrr 665
218 27 84.316 P74 0> 82.789 642
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97.205
90.145
89.835
89.366
89.362
89.329
89.292
85.188
85.127
85.043
88.937
88.757
88.699
88.599
88.313
88.250
88.223
88.07%
87.974
87.893
87.836
87.818
87.797
87.797
87.781
87.720
87.653



potential ancestors of

04 W2 NRD PERC1
A 1 952500

1739 2 950.922

03 3 85.301

025 W2 NRDPERC1
A 1 9S2.437

468
1735
04

0 - 91.096
2 88.810
3 88.318

03

4 87.551

373 W2 NR D PERC1

1739
A

35
04
93
617
307
468
424
025

03 10

1 95.461
2 92.284
0 - 89.638
89.323
89.276
89.276
89.145
89.145
89.028
88.262
87.811

oo Oy O B B W
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W2 NRDPERC1

W2 NRD PERC1

W2 NRD PERC1

W2 NR D PERC1

A 1 90.793 617 1 95.995 424 1 96.735 996
01~ 03 2 87.175 35 424 2 95988 (018 617 2 95.357 1661 2423
81 3 85.485 468 3 95.588 2423 3 95.323 424
02 4 85.262 A 4 92.263 319 4 95.119 18
1739 5 85.254 025 5 91.160 020 5 94.779 020
623 6 B85.234 323 0 - 89.638 18 6 94.620 468
04 7 85.175 1739 6 87.853 35 7 94.435 35
468 8 85.143 03 7 87.272 468 8 94.419 319
1845 9 B84.998 04 8 87.262 93 9 94.040 617
510 84.988 P74 0> 82.493 252 10 93.898 252
307 11 84.955 6 11 92.580 607
453 12 84.902 307 12 92.558 1
2423 13 84.884 453 13 92.021 1609
617 14 84.822] The agreement values | g42 14 91.851 018
35 15 84.723] fall below average A 15 91.555 1501
424 16 84.697 (87.6 %) 1448 16 91.152 400
323 17 84.692] at different positions | 02517 90.916 2774
93 18 84.689 in the tables of 2492 18 90.349 0142
18 19 84.687) . tontial ancestors 2298 19 88.402 93
642 20 84.636 . 81 20 88.218 049
(cf. the red lines).
319 21 84.628 323 21 88.057 1270
020 22 R4.505 Q45 22 87.290 459
1735 23 86.948 808
1448 24 Let us compare 86.517 2186
2298 25 01 and 018. 86.500 X(1297
607 26 85.201 detdrr 665
218 27 84.316 P74 0 > 82.789 642
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97.205
90.145
89.835
89.366
89.362
89.329
89.292
85.188
85.127
85.043
88.937
88.757
88.699
88.599
88.313
88.250
88.223
88.07%
87.974
87.893
87.836
87.818
87.797
87.797
87.781
87.720
87.653



Potential Ancestors of 01 (W1)

Data Source: Cath. Letters (excl. fragments)

W2 NRDPERC1

=g

l_l.
O O oo N0 un b WK K

03
81
02
1739
623
04
468
1845

5
anz

11

90.793
87.175
85.485
85.262
85.254
85.234
85.175
85.143
84.598

84.988
Q4 QEQ

¢

Potential Descendants of 01 (W1)

Data Source; Cath. Letters (excl. fragments}

W2 NRDPERC1

P74
436
2805
2541

2464
AA7)

0 < 86.567
1 84.590
2 84.419
3 84.408
4 84.366
5 R4 24qQ

Contents | Index
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Potential Ancestors of 01 (W1)

Data Source: Cath. Letters (excl. fragments)

W2 NRDPERC1
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03
81
02
1739
623
04
468
1845

5
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90.793
87.175
85.485
85.262
85.254
85.234
85.175
85.143
84.598

84.988
Q4 QEQ

¢

Potential Descendants of 01 (W1)

Data Source; Cath. Letters (excl. fragments}

W2 NRDPERC1

P74
436
2805
2541

2464
AA7)

0 < 86.567
1 84.590
2 84.419
3 84.408
4 84.366
5 R4 24qQ

Aditionally, the list of potential descendants is shown.
Thus, we see where in this list agreements fall below the 87% level.
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Potential Ancestors of 01 (W1)

Data Source: Cath. Letters (excl. fragments)

W2 NRDPERC1
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03
81
02
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623
04
468
1845

5
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90.793
87.175
85.485
85.262
85.254
85.234
85.175
85.143
84.598

84.988
Q4 QEQ

¢

There would be more closely related witnesses
if more manuscripts from the 1% millennium,
especially from the early centuries, were preserved.

Potential Descendants of 01 (W1)

Data Source; Cath. Letters (excl. fragments}

W2 NRDPERC1

P74
436
2805
2541

2464
AA7)

0 < 86.567
1 84.590
2 84.419
3 84.408
4 84.366
5 R4 24qQ
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Potential Ancestors of 018 (W1)

Data Source: Cath. Letters (excl. fragments)

W2 NRDPERC1

424
617
2423
319
020
18
35
468
93
252

307
453
642

1448
025
2492
2298
81
323
945

1
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96.735
95.357
95.323
$5.119
94,779
94.620
S4.435
54.419
S4.040
53.898
52.580
92.558
52.021
91.851
91.555
91.152
S50.916
S0.349
88.402
88.218
88.057
87.290

o5 OAQ

Potential Descendants of 018 (W1)

Data Source: Cath. Letters (excl. fragments}

W2 NRD PERC1

1
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049

2186
0142
400
665
16095
1501

431
1207

2147
1661
442
1751
2541
915
623
61

1

W O~y B WM

[
o

11

= )
60
61
62
63
64
65
66
67

94.812
94.604
94.108
93.800
93.777
93.449
93.375
92.586
92.973

92.843
Q7 anc
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Potential Ancestors of 018 (W1)

Data Source: Cath. Letters (excl. fragments)

W2 NRDPERC1

424
617
2423
319
020
18
35
468
93
252

307
453
642

1448
025
2492
2298
81
323
945

n-2
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O o0~ o bW
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N2 O W o~ b WN e O

J
oJ

96.735
95.357
95.323
$5.119
94,779
94.620
S4.435
54.419
S4.040
53.898
52.580
92.558
52.021
91.851
91.555
91.152
S50.916
S0.349
88.402
88.218
88.057
87.290

o5 OAQ

W2 NRD PERC1

1
607
049

2186
0142
400

F ]

1

v i B WM

i

94.812
94.604
94.108
93.800
93.777
93.449

Ny ey ey =

Potential Descendants of 018 (W1)

Data Source: Cath. Letters (excl. fragments}

There are far more close relatives, but in these
tables their number is limited, because Byzantine

witnesses are included only if they have been

selected for the ECM.

a ayd SEo.Es1

2147 60 88.665

1661 61 88.599

442 62 88.478

1751 63 88.414

2541 64 88.134
915 65 87.930 {=m

623 66 87.929

61

67
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Potential Ancestors of 01 (W1)

Data Source: Cath. Letters (excl. fragments)

W2 NRDPERC1

=g

._l.
O W oo W bs WK

03
81
02
1739
623
04
468
1845

5
anz

11

90.793
87.175
85.485
85.262
85.254
85.234
85.175
85.143
84.598

84.988
Q4 QEQ

Contents | Index

=

Potential Ancestors of 018 (W1)

Data Source: Cath. Letters (excl. fragments)

W2 NRDPERC1

424
617
2423
319
020
18
35
468
93
252

307
453
642

1448
025
2492
2298
81
323
945

n-2

1

o oo < un B WM

M MNNRRRBRRBRRBRBRBRRRR
M= O WO oSN s W= O

J
oJ

96.735
95.357
95.323
95.115
94,775
94.620
94.435
94.419
S94.040
53.858
52.580
92.558
92.021
91.851
91.555
91.152
90.916
S90.349
88.402
88.218
88.057
87.290

o5 OA0
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Potential Ancestors of 01 (W1)

Data Source: Cath. Letters (excl. fragments)

W2 NRDPERC1

A 1 90.793

03 2?@@
81 3 85.485

02 4 85.262
1739 5 85.254

623 6 85.234

04 7 85.175

468 8 85.143
1845 9 84.998

510 84.988

N7 11 24 QKL

What is the reason
for the different positions

of the 87% range in these tables?

Contents | Index

Potential Ancestors of 018 (W1)

Data Source: Cath. Letters (excl. fragments)

W2 NRDPERC1

424 1
617
2423
319
020
18
35
468
93
252
6
307
453
642 14
A 15
1448 16
025 17
2492 18
2298 19
81 20
323 21

(U N v = I TR TR O 5 (R S % R 8

el el e
W N= O

g45 22 ( 87.290 _ alues determining coherence

o oA .

n22 7272

96.735
95.357
95.323
95.115
94,775
94.620
94.435
94.419
S94.040
53.858
52.580
92.558
92.021
91.851
91.555
91.152
90.916
S90.349
88.402
88.218
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Potential Ancestors of 01 (W1)

Data Source: Cath. Letters (excl. fragments)

W2 NRDPERC1
A 1 90.793

03
81
02
1739

2 175 e

3 85.485
4 B85.262
5 85.254

Potential Ancestors of 018 (W1)

Data Source: Cath. Letters (excl. fragments)

W2 NRDPERC1

424
617
2423
319
020
18
35
468
93
252

307
453
642

1448
025
2492
2298
81
323
945

n-2

1
2
3
4

5
6
7
8
S

10
11
12
13
14
15
16
17
18
19
20
21
22

272

96.735
95.357
95.323
95.115
94,775
94.620
94.435
94.419
S94.040
53.858
52.580
92.558
92.021
91.851
91.555
91.152
90.916
S90.349
88.402

88.218
Excursus:

sosy | i
’alues determining coherence
87.290 ﬁ



Potential Ancestors of 01 (W1)

Data Source: Cath. Letters (excl. fragments)

W2 NRDPERC1
A 1 90.793

03
81
02
1739

2 175 e

3 85.485
4 B85.262
5 85.254

Potential Ancestors of 018 (W1)

Data Source: Cath. Letters (excl. fragments)

W2 NRDPERC1

424
617
2423
319
020
18
35
468
93
252
6
307
453
642

1

(U N v = I TR TR O 5 (R S % R 8

e e e =
BW N RO

A 15

1448
025
2492
2298
81
323
945

n-2

16
17
18
19
20
21
22

272

96.735
95.357
95.323
95.115
94,775
94.620
94.435
94.419
S94.040
53.858
52.580
92.558
92.021
91.851
91.555
91.152
90.916
S90.349
88.402
88.218
88.057
87.290

The genealogical
environment of 018
1s well documented.
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Potential Ancestors of 01 (W1) Potential Ancestors of 018 (W1)

Data Source: Cath. Letters (excl. fragments) Data Source: Cath. Letters (excl. fragments)
W2 NRDPERC1 --|-
A 1 90.793 424 96.735

617 2 95.357
2423 3 95.323
319 4 955,115
020 5 94,779

18 6 94.620

35 7 954,435
468 8 954.419

93 9 954.040
252 10 93.898

6 11 92.580
307 12 92.558
453 13 92.021
642 14 91.851

A 15 91.555
1448 16 91.152
025 17 S0.916
2492 18 950.349

03 2- 2298 19  88.402
81 3 85.485 8120 88.218

Excursus:

323 21 B.057 |
02 4 B5.262 ’alues determining coherence
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Potential Ancestors of 01 (W1) Potential Ancestors of 018 (W1)

Data Source: Cath. Letters (excl. fragments} Data Source: Cath. Letters (excl. fragments)
W2 NRDPERCI. W2 NRDPERCL
A 1 90.793 SRS I I

617 2 95.357
2423 3 95.323
319 4 95.119
020 5 94.779

18 6 94.620

35 7 94.435
468 B 94.419

93 9 94.040
252 10 93.898

6 11 92.580
307 12 92.558
453 13 92.021
642 14 91.851

A 15 91.555
448 16 91.152
025 17 90.916
2492 18 90.349

03 2((87.175)¢=m 2298 19 88.402
81 3 85.485 8120 88.218

353 51| BA.OST Excursus:
02 4 85.262 - ’alues determining coherence
1739 5 85.254 g:f _2,3 ?' l
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Potential Ancestors of 01 (W1) Potential Ancestors of 018 (W1)

Data Source: Cath. Letters (excl. fragments} Data Source: Cath. Letters (excl. fragments)
W2 NRDPERCI. W2 NRDPERCL
A 1 90.793 SRS I I

617 2 95.357
2423 3 95.323
319 4 95.119
020 5 94.779

18 6 94.620

35 7 94.435
468 B 94.419

93 9 94.040
252 10 93.898

6 11 92.580
307 12 92.558
453 13 92.021
642 14 91.851

A 15 91.555
448 16 91.152
025 17 90.916
2492 18 90.349

03 2((87.175)¢=m 2298 19 88.402
81 3 85.485 8120 88.218

353 51| BA.OST Excursus:
02 4 85.262 - ’alues determining coherence
1739 5 85.254 g:f _2,3 ?' l
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What is the difference between the 87 % of agreement with 01 and the 87 %
of agreement with 0187 Is there any difference in quality?

i. Because all closer relatives of 01 are lost, traces of the genealogical
environment can be found only in more distant relatives.

ii. Inthe case of 018, the agreements with 945 (87.29 %) are covered
by the agreements with more closely related witnesses.

iii. Inthe case of 01, we do not know these more closely related
witnesses. We have no choice but to draw on 03 agreeing at 87 %.

iv. Inthe case of 018, we can assess to what extent the genealogical
environment is mirrored in the distant relative 945.

v. Inthe case of 01 compared with 03, the assessment is restricted
and non-coincidental agreement could be ascertained only if there
were numerous exclusive agreements of 01 and 03 (actually there
is only one in the Catholic Letters), or if we frequently find them in
small attestations of variants which are unlikely to have emerged

twice.

Excursus:
Values determining coherence
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Consequences

If we assess the degree of coincidence of agreement with a potential

ancestor, we must pay attention to:

1. the rank number of the ancestor
i1. the percentage of over-all agreement

111. the proportion of particular variants

The proportion of particular variants must be observed because it
increases the distance to the closest relatives.
The individual variants which are shared with other witnesses only

by coincidence play a similar role.

Excursus:
Values determining coherence
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Consequences

If we assess the degree of coincidence of agreement with a potential

ancestor, we must pay attention to:

1. the rank number of the ancestor
i1. the percentage of over-all agreement

111. the proportion of particular variants

The proportion of particular variants must be observed because it

increases the distance to the closest relatives.

The individual variants which are shared with other witnesses only

by coincidence play a similar role.

For the quality of coherence values,
cf. Mink (2004), especially 32.

Excursus:
Values determining coherence




Limitations of pre-genealogical coherence

Data relevant for assessing pre-genealogical coherence is provided
in tables containing the number and percentage of agreements
found in each pair of witnesses.

These values allow for statements
on how close or distant relationships between witnesses are,
1.e. on the strength of pre-genealogical coherence.
There is no information on the genealogical direction
of relationships.

Excursus:
Values determining coherence
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;2288 ¢ B93.055 This 1s the top
..... 21021331 - of the table for witness 323
5 00.503 : -
........................................................... Show1ng the Wl‘[nesses Compared
442 89.074 ,

..... 252 99.941 and the COI'I'CSpOl’ldll’lg

..... T percentages of agreement.

(18§ 89.350 g

S B89.323

..... S;? :g:;;g We Cann().t see

...... 1 243 BQ.EEEI Whether these WltneSSCS are

""" 2423 | g89.207 potential ancestors or descendants.

...... S AT

s 545

PR S

T
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e
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This is the top
of the table for witness 323
showing the witnesses compared
and the corresponding
percentages of agreement.

<

We cannot see
whether these witnesses are
potential ancestors or descendants.

Please compare the list
of potential ancestors.

W2 NRDPERC1
1739 1 95.461
A 2 92.284

35 0-85.638
04 89.323
93 89.276

< 617 89.276
307 89.145

468 89.145

424 89.028

025 88.262

03 10 87.811

LT I o o TR o . T TR S N 'Y
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Content

This is the top
of the table for witness 323
showing the witnesses compared
and the corresponding
percentages of agreement.

<

We cannot see
whether these witnesses are

potential ancestors or descendants.

Please compare the list
of potential ancestors.

W2 NRDPERC1
1739 1 95.461

Not only information
on genealogical directions
1S missing,
but all genealogically
relevant data.

A 2 92.284

35 0-85.638

04 3 85.323

93 4 85.276

< 617 4 89.276
307 6 89.145

468 6 85.145

424 8 85.028

025 9 88.262

03 10 87.811

Excursus:
Values determining coherence
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This is the top
of the table for witness 323
showing the witnesses compared
and the corresponding
percentages of agreement.

<

W2 NRDPERC1 EQ PASSW1<W2W1>W2UNCLNOREL

1739 1 95.461 2902 3040
A 2 92.284 2691 2916

35 0-85.6382725 3040
04 3 89.3231874 2098
93 4 85.2762714 3040
617 4 B89.2762714 3040
307 6 89.145 2710 3040
468 6 89.1452702 3031
424 B 89.028 2702 3035

025 9 88.262 2361 2675
03 10 87.811 2644 3011

Not only information A
on genealogical directions
1S missing,
but all genealogically
relevant data.

70 33 26 S
206 0 13 6
111 111 76 17

89 76 46 13
121 119 70 16
124 116 73 13
123 120 68 19
123 113 77 16
121 116 80 16
121 115 62 16
195 75 88 S
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L1738 ¢ 95461
2298 93.055 This is the top
..... 21021331 - of the table for witness 323
A 00.503 - -
........................................................... ShOWlng the Wltnesses Compared
..... 442 1 B9.974 :
_____ 252 goq1  andthecorresponding
35 BO.638 percentages of agreement.
18 89.350 |
04
517 W2 W1>W2 UNCL NOREL
a3 EIld Of the CXCUrsus. 70 33 26 g
1243 206 0 13 6
2423 I o h 111 111 76 17
i :‘3;39 Values determining coherence 2g 26 28 13
T How to evaluate the relevant data 121 119 70 16
H =1 L] Ol d &fF LO Josa.
LI BY.143
..... 665 i B8.092 SR S I S S 123 A 16
45 55 65 424 8 89.0282702 3035 121 116 80 16
...... S T EoE W N EREs see B o — T
...... s o N I B Lot T o
BOA BB.834 , ,
623 . BB.830 Not only information A
020 BB.B19 on genealogical directions
..... 433 i B8.BO1 is missing,
..... 28 ...Be.sig. but all genealogically
b 81 ....... 98'495 relevant data
. 2186 | BB.438 | :
Contents | Index . S



The following examples show
the different application and use
of pre-genealogical and genealogical data.

In each case

first the analysis 1s based on pre-genealogical data,
after which genealogical data will be included.

Contents | Index
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The following examples show
the different application and use
of pre-genealogical and genealogical data.

In each case
first the analysis 1s based on pre-genealogical data,
after which genealogical data will be included.

Contents | Index
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Pre-genealogical coherence

1Pt 2,1/2-4 amOOEUEVOL OVV TOGOV KAKLOV

a amnobeuevol ovv
b oamoBeuevol youv

d amoBeuevorl

122 witnesses including Byz
2147. 2652.
1881. 2541.

Here we see the primary line text
as found in the Editio Critica Maior
and the relevant variants.

(Variant ¢ only is documented
in patristic quotations.
The witness of variant e is a lectionary.
Lectionaries are not included.)

Contents | Index
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Pre-genealogical coherence

1Pt 2,1/2-4 amOOEUEVOL OVV TOGOV KAKLOV

a amnobeuevol ovv

b oamoBeuevol youv

: d amoBeuevorl

122 witnesses including Byz
2147. 2652.
1881. 2541.

Which is the source variant of variant d?

Did it derive from variant a or b,
omitting ovv or youv?

It cannot be decided on internal grounds.

Contents | Index
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Pre-genealogical coherence

1Pt 2,1/2-4 amOOEUEVOL OVV TOGOV KAKLOV

a amnobeuevol ovv

b oamoBeuevol youv

__: d amoBepevol

122 witnesses including Byz
2147. 2652.
1881. 2541.

Which is the source variant of variant d?

Did it derive from variant a or b,
omitting ovv or youv?

It cannot be decided on internal grounds.

First of all pre-genealogical coherence

between the witnesses of variant d
has to be checked.

Contents | Index



Pre-genealogical coherence

1Pt 2,1/2-4 OTOOEUEVOL OVV TAGOV KOKLOV
? a amnoBeuevol ovv 122 witnesses including Byz
? b oamoBeuevol youv 2147. 2652.
__:d amodepevol 1881.2541.

agreements with 1881 — |
(excluding smaller fragments)

Contents | Index

36 lines
omitted
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Pre-genealogical coherence 3358 50425 | 4

1Pt 2,1/2-4 amobepevot ovy Tacay KoKLov R 87.123 | ¢
442 ..BE6TO o
9 iz ...BE:392
. a amoBepevot ovv 122 witnesses including Byz | | 04 .. 85.558 |
1243 | 86,478 €
? b OUIOOELLEVOL YOuV 2147. 2652. e o .
252 | B86.419
__:d 0mofelEVOL 188102541 e e
A e
S 22213
e e
R
e

2492 1 B6.O79
agree*‘nents with 1881 | 1608 ' B6.002

(exclud]ng smaller fragments) 2 e 86,002 :

36 lines
; omlttedi
R - el
2541 84.684 % ......................... e ................ L

Contents | Index
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Pre-genealogical coherence

1Pt 2,1/2-4 amOOEUEVOL OVV TOGOV KAKLOV
? a amnoBeuevol ovv 122 witnesses including Byz
? b oamoBeuevol youv 2147. 2652.
__:d amodepevol 1881. 2541.

agreements with 1881 — |
(excluding smaller fragments)

Now pre-genealogical coherence
between the witnesses of variant d

and the witnesses of variant b
will be checked.

Contents | Index

36 lines
omitted
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739 1 82442 o
. 323 ¢ 81.345 ¢
Pre-genealogical coherence 2298 50425 4
045 BB.OS3 g
o4 erzer | r
1Pt 2,1/2-4 amobepevot ovy Tacay KoKLov R 87.123 | ¢
A4 B86.670 . o
9 R B86.592 :
. a amoBepevot ovv 122 witnesses including Byz | | 04 .. 85.558 |
1243 | BG.47TB . ©
? b OUIOOELLEVOL YOUV e e o
sz ety |
2374 | B6.341
o A
S e
B SRS
B BRI
Eaacn e SOiELE
2492 B6.079 |
agreements with 1881 | 1609 : B6.002 :
(excluding smaller fragments) 2 e 86,002 :
453 B5.077
32 lines
| ; omitted
2652 84.833 9 ol 2
» 2652 | B84.833 |
38 lines
2147 83783 % omitted

Contents | Index
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Pre-genealogical coherence

1Pt 2,1/2-4 amOOEUEVOL OVV TOGOV KAKLOV
? a amnoBeuevol ovv 122 witnesses including Byz
? b oamoBeuevol youv 2147. 2652.

| 1d amoBeuevol 1881
;

218 80310
642 89,990
BOAH B9.633

e e
e a1
e a1
e e

agreements with 2541 | 93 ' B8.958

(excluding smaller fragments)

The same procedure 1s applied
for checking pre-genealogical coherence
between 2541 and the witnesses of variant b.

Contents | Index

18 lines
omitted

v 2147 | B5.002 |
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Pre-genealogical coherence

1Pt 2,1/2-4 amofeUeVOL 0LV TOCOV KOKLOV
? a omroBeuevotl ovv 122 witnesses including Byz
? b amoBeuevol youv

(excluding smaller fragments)

|
2652 86.398 %

agreements with 2541 | 93 = B8.958 |

2147 85.092 %

18 lines
omitted

Contents | Index

Release 1.0

2147 | B5.092 !

437 07.436 | o
............................................................. 0
_____ 1409 | 95.950 |

_____ 1067 | 95.453 1 4
218 90310 &
642 89,990 r
808 80.635 .
_____ 1359 B89.627
2374 H49.512

_____________________________________________________________ -
_____ 1735 | 89.353 |

424 go.goz | ©
617 89.287  n
A3 H4.7649 t



323 91335 T 1409 95.950
2298 | 90.429 Pre-genealogical coherence .Jo67 | 95.453
945 ..BBos3 [T T 218 ..80.310
Jde41 Bresr | 642 . B9.990
I 87.123 1Pt 2,1/2-4 OTOOEUEVOL OLV TOGAV KAKLOV 808 B9.635
442 . BEG7O [ 1359 B9.627
A - e — 2374 . B9.512
e A 86538 . |7 a amobepevol ovv 122 witnesses including Byz | | 1735 ' 89.353
1243 BG.478 424 | HBO.302
1243 86478 b amoBenEvOL YOUY 147 265, . )
232 BG.410 — 623 | HO.268
S e _: d amodeuevor 1881. 2541. 2R BRI
e & .
3s,....86315 020 . B9.149
08 .. 86.280 : agreements with 1881 LBl .....Bo13s,
Ja48 | B6.272 (excluding smaller fragments)y | 1718 B9.021
218 .BB266 [ T 468 . BB.99T
2492 BsO7S | 35 ....B8.991
1609 | 86.002 | agreements with 2541 1 o3  : 88.958
D B6.00Z © (excluding smaller fragments) | .. 1563 : BB.874 ©
453 . Bserz 252 ..BB.B7O0

A58 ss.ery sz SB8re

g8 eseez | | 18 88867
2074 85872 Relatives of both, 1881 and 2541, 2344 80855
D20 85.830 ; with higher values of agreement L3097 B8.728
623 . BS.BI7 d variant 0288704
2343 BS.761 = ' 6 88604

anlaalll NN | 08000
1359 | BS.682 v.607 . B8.603




The Coherence-Based Genealogical Method (CBGM) — Introductory Presentation by Gerd Mink

Pre-genealogical coherence

1Pt 2,1/2-4 amofeUeVOL 0LV TOCOV KOKLOV
? a omroBeuevotl ovv 122 witnesses including Byz
? b amoBeuevor youv 2147. 2652.
: d amoBeuevol 1881. 2541.

local stemma

/\

1Pt 2:1/2-4

Contents | Index
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Genealogical coherence

1Pt 2,1/2-4 amOOEUEVOL OVV TOGOV KAKLOV

a amnoBeuevol ovv 122 witnesses including Byz
b oamoBeuevol youv 2147. 2652.

__:d amoBenevol 1881.2541.

In order to assess
genealogical coherence
let us first have a look at the table
which contains some basic information
on the potential ancestors of 1881.




Genealogical coherence

22
42
56
0
69
80
104
85
61
113
92
80
100

27
35
29
11
37
52
42
60
38
42
51
54
57

3
6
8
7
18
15
19
17
8
16
13
20
21

1Pt 2,1/2-4 amOOEUEVOL OVV TOGOV KAKLOV
04 : : :
. a amnoBeuevol ovv 122 witnesses including Byz
? b oamoBeuevol youv 2147. 2652.
_:d amodepevol 1881.2541.
: W2 NRDPERC1 EQ PASSW1<W2W1>W2 UNCLNOREL
potential ancestors of 1881 Q
(excluding smaller fragments) 1739 1 92.4422067 2236 117
CRCMCIIE Stialict Hagtie 323 2 91.3452037 2230 110
2298 3 90.4292022 2236 121
A 4 90.1271917 2127 192
945 5 88.9531989 2236 123
) 6 6 87.12319352221 139
Among the pOtentlal ancestors 442 7 B86.670 1931 22728 132
(without regarding smaller fragments) 642 8 86.5921931 2230 137
1739 most frequently agrees with 1881. e I BT ) s I
1739 reads variant a. 1243 10 86.4781925 2226 130
fih . h 81 11 86.4351918 2219 145
None of the potentla. ancestors shown 252 12  86.419 1858 2150 138
reads variant b. 2374 13 86.3411909 2211 124
35 14 86.3151930 2236 150

Contents | Index
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Genealogical coherence

1Pt 2,1/2-4 amOOEUEVOL OVV TOGOV KAKLOV
0 : : :
. a amnoBeuevol ovv 122 witnesses including Byz
? b oamoBeuevol youv 2147. 2652.
_:d amodepevol 1881.2541.
: W2 NRD PERC1 PASS W1<W2 W1>W2 UNCL NOREL
potential ancestors of 1881 =Q
(excluding smaller fragments) 1739 1 92.4422067 2236 117 22 27 3
& 5 323 2 91.3452037 2230 110 /42 35 6
2298 3 90.429 2022 2236 21 56 29 8
A 4 90.127 1917 2127 92 0 11 7
945 5 88.9531989 2236 123 69 37 18
I
Among the potential ancestors 1739 shows 117 ;fl/riants
(without regarding smaller fragments) prior to the respective vafiants in 1881.

1739 most frequently agrees with 1881. 1881 reads only 22 variants
prior to the respective variants in 1739.

1739 read§ variant a. | Thus, the textual flow from 1739 to 1881 is very strong.
None of the potential ancestors shown This direction of textual flow is not expected
reads variant b. { toinvert if some local stemmata of variants change.

35 14 86.3151930 2236 150 83 59 1

b T T B I | DS M4 r A0TN mme 4 A nr =7 4 0y
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Genealogical coherence

1Pt 2,1/2-4 amOOEUEVOL OVV TOGOV KAKLOV
0 : : :
. a amnoBeuevol ovv 122 witnesses including Byz
? b oamoBeuevol youv 2147. 2652.
_:d amodepevol 1881.2541.
: W2 NRD PERC1 PASS W1<W2 W1>W2 UNCL NOREL
potential ancestors of 1881 =Q
(excluding smaller fragments) 1739 1 92.4422067 2236 117 22 27 3
& 5 323 2 91.3452037 2230 110 /42 35 6
2298 3 90.429 2022 2236 21 56 29 8
A 4 90.127 1917 2127 92 0 11 7
945 5 88.9531989 2236 123 69 37 18
I
Among the potential ancestors 1739 shows 117 ;fl/riants
(Wlthout regarding smaller fragments) prior to the respective vatiants in 1881.
e tler e veritlh 1001 1881 reads only 22 variants
39.

Co-witness 2541 is potential ancestor of 1881 too. Yet its rank number is 57!
very strong.

l Thus, there is no adequate genealogical coherence. vected
reads variant b. 1 to1nvert il some [ocal sttmmata oI variants change.
3514 86.3151930 2236 150 83 59 1

Contents | Index

b T T B I | DS M4 r A0TN mme 4 A nr =7 4 0y



Genealogical coherence

1Pt 2,1/2-4 amOOEUEVOL OVV TOGOV KAKLOV
? a amnoBeuevol ovv 122 witnesses including Byz
? b oamoBeuevol youv 2147. 2652.
__:d amodepevol 1881.

potential ancestors of 2541 W2 NRDPERC1 EQ PASSW1<W2W1>W2UNCL NOREL

. 436 1 97.436 2964 3042 34 29 10 5
(excluding smaller fragments)

A 2 90.3732638 2919 264 0 5 12

218 3 90.3102740 3034 133 101 44 16

642 4 89.9902733 3037 148 100 44 12

808 5 89.6352724 3039 147 112 44 12

1359 6 89.6272713 3027 130 116 51 17

Among the potential ancestors 2374 7 89.5122697 3013 125 124 51 16

, ; 1735 8 89.3532719 3043 142 122 49 11

(without regarding smaller fragments) 424 9 89.3022713 3038 161 99 48 17

436 most frequently agrees with 2541. 617 10 89.2872717 3043 165 95 46 20

436 reads variant a. 623 11 89.2692712 3038 151 119 40 16

512 89.2542716 3043 152 117 45 13

2423 13 89.25027153042 160 104 46 17

020 14 89.1492703 3032 155 106 48 20

Contents | Index a1

[
i

89.135 2691 3019 155 101 55 17



Genealogical coherence

1Pt 2,1/2-4 amOOEUEVOL OVV TOGOV KAKLOV
4 : : :
. a amnoBeuevol ovv 122 witnesses including Byz
? b oamoBeuevol youv 2147. 2652.
_:d anoBepevol 1881 .
potential ancestors of 2541 W2 NRDPERC1 EQ PASSW1<W2W1>W2 UNCLNOREL
. 436 1 97.436 2964 3042 34 29 10 5
(excluding smaller fragments)
A 2 90.373 2638 2919 4 0 5 12
218 3 90.3102740 3034 33 101 44 16
642 4 85.990 2733 3037 148 100 44 12
808 5 85.6352724 3039 14 112 44 12
436 shows 34 variants
Among the potential ancestors prior to the respectiveAvariants in 2541.
: . 2541 reads 29 variants
(without regarding smaller fragments) . . N
) prior to the respective variants in 436.
436 most frequently agrees with 2541. Here the difference is not as distinct
436 reads variant a. as in the case of 1739 and 188]1.
The direction of textual flow may invert
if some local stemmata of variants change.
Contents | Index In this case, A or 218 would take the place of 436.
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Genealogical coherence

1Pt 2,1/2-4 amOOEUEVOL OVV TOGOV KAKLOV
04 : : :
. a amnoBeuevol ovv 122 witnesses including Byz
? b oamoBeuevol youv 2147. 2652.
_:d amodepevol 1881. 2541.
potential ancestors of 1881 potential ancestors of 2541
W2 NRDPERC1 EQ PASSWI1<W2W1>W2UNCLNOREL W2 NRDPERC1 EQ PASSW1<W2W1>W2UNCLNOREL
—P 1739 1 92.442 2067 2236 117 22 27 3 —P 436 1 97.4362964 3042 34 29 10 5
323 2 91.345 2037 2230 110 42 35 6 A 2 950.373 2638 2918 264 0 5 12
2298 3 90.429 2022 2236 121 56 29 B 218 3 90.310 2740 3034 133 101 44 16
A 4 90.1271917 2127 192 0 11 7 642 4 895.990 2733 3037 148 100 44 12

1Pt 2:1,/2-4d
Con=10

The analysis of genealogical coherence | J
results 1n this textual flow diagram for variant d: Y L

Contents | Index



Genealogical coherence

1Pt 2,1/2-4 amOOEUEVOL OVV TOGOV KAKLOV
04 : : :
. a amnoBeuevol ovv 122 witnesses including Byz
? b oamoBeuevol youv 2147. 2652.
_:d amodepevol 1881. 2541.
potential ancestors of 1881 potential ancestors of 2541
W2 NRDPERC1 EQ PASSWI1<W2W1>W2UNCLNOREL W2 NRDPERC1 EQ PASSW1<W2W1>W2UNCLNOREL
—P 1739 1 92.442 2067 2236 117 22 27 3 —P 436 1 97.4362964 3042 34 29 10 5
323 2 91.345 2037 2230 110 42 35 6 A 2 950.373 2638 2918 264 0 5 12
2298 3 90.429 2022 2236 121 56 29 B 218 3 90.310 2740 3034 133 101 44 16
A 4 90.1271917 2127 192 0 11 7 642 4 895.990 2733 3037 148 100 44 12

1Pt 2:1,/2-4d
Con=10

The strongest genealogical coherencies suggest | !
that variant d has developed twice
when witnesses of variant a were copied.

Contents | Index



Genealogical coherence

1Pt 2,1/2-4 amOOEUEVOL OVV TOGOV KAKLOV
04 : : :
. a amnoBeuevol ovv 122 witnesses including Byz
? b oamoBeuevol youv 2147. 2652.
_:d amodepevol 1881. 2541.
potential ancestors of 1881 potential ancestors of 2541
W2 NRDPERC1 EQ PASSWI1<W2W1>W2UNCLNOREL W2 NRDPERC1 EQ PASSW1<W2W1>W2UNCLNOREL
—P 1739 1 92.442 2067 2236 117 22 27 3 —P 436 1 97.4362964 3042 34 29 10 5
323 2 91.345 2037 2230 110 42 35 6 A 2 950.373 2638 2918 264 0 5 12
2298 3 90.429 2022 2236 121 56 29 B 218 3 90.310 2740 3034 133 101 44 16
A 4 90.1271917 2127 192 0 11 7 642 4 895.990 2733 3037 148 100 44 12

The appropriate local stemma a0
of variants is: Con=10 .@ .@
1Pt 2:1/2-4 a
Y Y
1881 2541
b d

Contents | Index



Pre-genealogical coherence

Jas 1,25/12-18  €1g vouov 1eAeL0V TOV NG EAeVOEPLOC

TEAELOV TOV TNG EAELVOEPLOG 142 witnesses including Byz

a
Lectionaries

b telerlov g ehevBeprog 197. 643T. 1241. 1837. 2374. 2774. | ,re not included.

C NG eAevbeprag 398. 996. 1661.

d telelov 1875.

Another example ...

Contents | Index



Pre-genealogical coherence

Jas 1,25/12-18  €1g vouov 1eAeL0V TOV NG EAeVOEPLOC

o
a Telelov ToV G elevbeplog— 142 witnesses including Byz

Lectionaries
b 1eAelov g ehevbeprog— o | 197. 643T. 1241. 1837. 2374. 2774. | are not included.
C NG eAevbeprag _‘ " | 398.996. 1661.
d teheov g 1875.

Which is the source variant of variant d?

Did 1t derive from variant a or b,
omitting tov tng eAevBeprog or g eAevbeproc?

It cannot be decided on internal grounds.

Contents | Index



Pre-genealogical coherence

Jas 1,25/12-18  €1g vouov 1eAeL0V TOV NG EAeVOEPLOC

o
a Telelov ToV G elevbeplog— 142 witnesses including Byz

Lectionaries
b 1eAelov g ehevbeprog— o | 197. 643T. 1241. 1837. 2374. 2774. | are not included.
C NG eAevbeprag _‘ " | 398.996. 1661.
d teheov g 1875.

Which is the source variant of variant d?

Did 1t derive from variant a or b,
omitting tov tng eAevBeprog or g eAevbeproc?

It cannot be decided on internal grounds. First of all pre-genealogical coherence
between the witness of variant d
and the witnesses of variant ¢ and variant b
1s checked.
Where are the closest relatives?

Contents | Index



Pre-genealogical coherence

Jas 1,25/12-18  €1g vouov 1eAeL0V TOV NG EAeVOEPLOC

6?

TEAELOV TOV TNG ehevBeplog— 142 witnesses including Byz

e eAevBeprog 398. 996. 1661.

> Q875
TEAELOV 3 -

o o0 o e

TEAELOV NG ekeueeptag_‘ o | 197.643T. 1241. 1837. 2374. 2774.

agreements with 1875
(excluding smaller fragments)

All close relatives of 1875 read variant a,
none of them variant b.
It 1s a reasonable assumption
that variant d derives from variant a.

Contents | Index

181 94.696
617 §92.092
“BER §1.893
"424 7 91.869 |
2423 91.568 |
..... 1 91 .539
..... 1 E 91 .342
468 | 91.336 |
..... 1 El?q 91.22':'
"Bo7 | 91.210 |
252 90.701 |
..... 1 845 QD.S?E
"BES | 90.365 |
‘D40 90.310 |
E ........ E“:l.1 22
..... 1 5,:,1 EID." .l 1
450 | 90.056 |
..... 1 EDQ EQ.Q'q- 1
..... 1 Elz? 89.812
..... 1 Eg? 89.812
..... 1 D4 80.776
2774 | BO.752 |
..... 1 E?D HQ.SEQ
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Pre-genealogical coherence

Jas 1,25/12-18  €1g vouov 1eAeL0V TOV NG EAeVOEPLOC

6)
TEAELOV TOV TNG ehevBeplog— 142 witnesses including Byz
Lectionaries

telelov g elevbeprag— o | 197. 643T. 1241. 1837. 2374. 2774. | are not included.

Mg eAevBepLOg :—_, " | 398.996. 1661.

TEAELOV 1875.

o o0 o e

And which 1s the source variant of variant ¢?

Did 1t derive from variant a or b,
omitting TEAELOV TOV Or TEAELOV?

It too cannot be decided on internal grounds.

Contents | Index



Pre-genealogical coherence

Jas 1,25/12-18  €1g vouov 1eAeL0V TOV NG EAeVOEPLOC

6"
TEAELOV TOV TNG ehevBeplog— 142 witnesses including Byz
Lectionaries

telelov g elevbeprag— o | 197. 643T. 1241. 1837. 2374. 2774. | are not included.

Mg eAevBepLOg :—_, " | 398.996. 1661.

TEAELOV 1875.

o o0 o e

And which 1s the source variant of variant ¢?

Did 1t derive from variant a or b,
omitting TEAELOV TOV Or TEAELOV?

It too cannot be decided on internal grounds.

First pre-genealogical coherence
between the witnesses of variant ¢
1s checked.

Contents | Index



Pre-genealogical coherence

Jas 1,25/12-18  €1g vouov 1eAeL0V TOV NG EAeVOEPLOC

a TEAELOV TOV NG 8K8U68ptocgz 142 witnesses including Byz

b 1eAelov g ehevbeprog— o | 197. 643T. 1241. 1837. 2374. 2774.
C 1Mg eAevbeprog :—_, ) 96. 1661.

d telelov 1875.

agreements with 398
(excluding smaller fragments)

Contents | Index

424 91.749 i ¢,
2423 | ©91.529
378 g1z T
607 §1.454 | 8
517 91.400 i 1
35 01.400 § ¢
18 91.347 | o
020 91.303
1 g1.276 i 1
458 g1.077 : €
018 00.846 i n
252 00.570 | t
049 90.129
2186 i 90.017
431 89.802
0142 | B9.599
400 89.586
1609 | B9.588
o3 89.588
1501 | B9.501
458 89.366
1827 | B9.333
46 lines
omitted
995 | B87.292 |
26 lines
omitted
1661 | BS.681 |



The Coherence-Based Genealogical Method (CBGM) — Introductory Presentation by Gerd Mink

Pre-genealogical coherence

Jas 1,25/12-18  €1¢ vopov teAelov 1oV e eAevBeprog

6)
TEAELOV TOV NG EAVOepLac— 142 witnesses including Byz

telelov g elevbeplag— o | 197. 643T. 1241. 1837. 2374. 2774.

™G eAevBeplog 4__’ ] 398.(996.;21661.)

»
TEAELOV 1875.

o o0 o e

agreements with 398
(exclyding smaller fragments)

424

=N

748

Contents | Index

Release 1.0

%
2423 | ©91.529
376 gTETE
607 01.454 | &
517 §1.400 i T
35 01.400 | e
18 91.347 | o
020 91.303
1 g1.276 i
458 g1.077 : €
018 00.846 i n
252 00.570 | t
049 90.129
2186 i 90.017
431 89.802
0142 | B9.599
400 89.586
1609 | B9.588
o3 89.588
1501 | B9.501
458 89.366
1827 | B9.333
46 lines
omitted
» 905 | B7.292 |
26 lines
omitted
1661 | BS.681 |



The Coherence-Based Genealogical Method (CBGM) —

Pre-genealogical coherence

Jas 1,25/12-18  €1¢ vopov teAelov 1oV e eAevBeprog

6)
TEAELOV TOV TNG EAEVOEPLOC—

TEAELOV TNG EAEVBEPLOGH o
™G eAevOepLOG <__’ ]

<

o o0 o e

TEAELOV

142 witnesses including Byz
197. 643T. 1241. 1837. 23774. 277'74.

398( 996.;21 661.)

1875.

Contents | Index

Introductory Presentation by Gerd Mink

Did variant ¢ emerge

must be checked.

(e two times or three times?

Pre-genealogical coherence
between 996 and 1661

Release 1.0

424 81.748
2423 81.528
319 81.512
607 81.454
617 81.400
a5 81.400
18 81.347
020 81.303
1 81.278
468 81.077
018 890.845
252 890,570
049 890,128
2186 890.017
431 B9.802
0142 BO9.595
400 BO.686
160 B9.588
B9.588
B9.501
BO9.366
B9.333
16 lines
pmitted
am-r-i=m B7Y.292
26 lines
omitted
1661 | B5.681
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1661 | 97.205
. 2423 | 92055
Pre-genealogical coherence £ iRy
020 91,261
ETRNEINCS
Jas 1,25/12-18 g1 vopov telelov tov g erevbeplog |18 91.173
35 91.127
5 o glioer
a telelov tov s edevbeploc— 142 witnesses including Byz BO7 20978 .
468 90.967
b teAelov g elevbeploc 9 197. 643T. 1241. 1837.2374.2774. | | 25577 00.769 |
¢ e ereveprag :—_, 398.1661. ..... :'l o ggggg
d teielov 1875. O18 89.900.;
0142 | 89.709
i e
e R
o s
T Soitin
agreements with 996 |~ e s
(excluding smaller fragments) B 89.486 |
459 89.444
..... e Saans
S e
e Dot
..... e
..... O e
..... e et ®
22 s
Coments | Tndex e




..... 1661 . 97.205 :
. L2423 i 92.053 ¢
Pre-genealogical coherence 424 oi744
020 i 91.261 @
318 91.199 @
Jas 1,25/12-18  e1¢ vopov telerov tov g erevbeplog |18 91.173
L3S i 91.127 ¢
> B7 91.027 ¢
a telelov tov s erevbeploc— 142 witnesses inclug BO7 20978 .
.aee o 90.967
b telelov g elevbeproc— o 252 90.763
] 12 ity et A I . 2 e
¢ mgcerevbeplac 3 1609 | 80.562 |
d telelov ol B9.900 :
o142 ¢ B9.7089
Laoco B8.701
Lerva i B5.684
L2186 i B5.680 :
. 83 B9.631
agreements with 996 _ [ 1501 | 89.610
(excluding smaller fragments) 049 1 B5.486 ;
JASs 1 B5.444 ¢
: : 1270 | B9.405
1661 IS the Closest relatlve Of 996. 542 ....... 89311
Pre-genealogical coherence is very strong E'DE'E'QEE'E'
(97.205 % agreement). | | 1297 ;. BS.274 :
. . . 181 89.071
Best hypothesis: The variant emerged twice. 1565 85,063
Ja67 1 B5.044 ¢
Contents | Index BB.9G3




Pre-genealogical coherence

Jas 1,25/12-18  €1g vouov 1eAeL0V TOV NG EAeVOEPLOC

6"
TEAELOV TOV TNG ehevBeplog— 142 witnesses including Byz
Lectionaries

are not included.

TEAELOV NG ekeueeptag] o | 197.643T. 1241. 1837. 2374. 2774.

mG eAgvBeplag 3 ) @0@0@

TEAELOV 1875.

o o0 o e

At any rate, close relatives of the witnesses of variant ¢
can be found only in the attestation of variant a.

Contents | Index



Pre-genealogical coherence

Jas 1,25/12-18  €1g vouov teAe1l0oVv TOV NG EAeLOEPLOC

424 91.748

6?
TEAELOV TOV TNG ehevBeplog— 142 witnesses including Byz

TEAELOV TNG EAEVBEPLOGH o : :
G eAevBeplog :—_, ] 96. 1661.
TEAELOV 1875.

o o o W

2423 91.228
319 91.512
507 917.454
617 91.400
35 91.400
18 91.347
020 91.303
1 91.276

468 91.077

197. 643T. 1241. 1837. 2374. 2774.

018 90.8465

232 90.5270

049 90.128

2186 90.017

At any rate, close relatives of the witnesses of variant ¢
can be found only in the attestation of variant a.

agreements with 398
(excluding smaller fragments)

Please compare the closest relatives of 398 ...

Contents | Index

431 BO.BOZ

0142 BO.650

400 BO.G8BE

1600 BO9.588

93 BO9.588

1501 B9.501

458 BO.366

1827 B9.333

46 lines
omitted

i |7, 292 |

26 hnes
omitted

1661 | B5.681 !
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: 2423 | 92,055 |
Pre-genealogical coherence 424 ol7aq |
ozo i 91.261 ¢
318 G 91.188 ©
Jas 1,25/12-18 €1 vopov telelov tov g erevbeplog |18 91.173
35 91.127
> G
a telelov tov s edevbeploc— 142 witnesses including Byz BO7 20978 .
468 00.967
b TteAieilov ™mg SKSDGSpLag D) 197. 643T. 1241. 1837.2374. 2774. 25299?53
< I . 1 00.660
¢ mg eAevbeplog L 3980961661, 1868 g0.562
d teAelov 1875. ois B5.500 :
D142 1 B8.709 :
JGoo i BS.701 :
LE7TT4 | B8.6B4 :
At any rate, close relatives of the witnesses of variant ¢ 2186 B9.6B0 |
can be found only in the attestation of variant a. 23 bl
Jsot g B5.610 @
oag c B5.486 :
458 B5.444 ©
. 1270 | B9.405 |
agreements Wlth 996 542 ....... 59.311
(excluding smaller fragments) Bos~ B9.288
Lregy 1o BO.2T4 ¢
Je1 o 1B8.071 ¢
Please compare the closest relatives of 398,996 ... | . 1995 | B9.063 |
L4671 BO.044 ¢
Contents | Index




006 97.205
. e e
Pre-genealogical coherence G2y eog3s
18 80.366
026" “Bu3sz
Jas 1,25/12-18 €1 vopov teretov tov g eAevbeplog | 468 B89.326
35 80.202
9 319 B9.188
a TEAELOV TOV NG eAevBeplaoc— 142 witnesses including Byz BT i 88.127
252 80.043
b teAelov g elevbeplog 9 197. 643T. 1241. 1837.2374.2774. | | 6o " BR.937 |
< I ° 1 . BB.7S7
¢ meehevlepos 3 398.996.(661) 1600 | 88600
d teielov 1875. om| G BB.599
1501 88.313
A28 e
e s
At any rate, close relatives of the witnesses of variant ¢ 0142 | B8B.079
can be found only in the attestation of variant a. D HIETTEN
040 87.893
..... A
455 78l
agreements Wlth 1661 s;:ﬁ ............... 2::3; .....
(excluding smaller fragments) |~ e
R SLLDL
642 . B7.653
Please compare the closest relatives of 398, 996 and 1661. | 1595 | B7.574
307 L B7.512 ¢
Contents [ Index v 1874 | B7.492 ]




Pre-genealogical coherence

Jas 1,25/12-18  €1g vouov 1eAeL0V TOV NG EAeVOEPLOC

6)
TEAELOV TOV TNG ehevBeplog— 142 witnesses including Byz
Lectionaries

are not included.

TEAELOV NG ekeuﬁeptag] o | 197.643T. 1241. 1837. 2374. 2774.

mG eAgvBeplag 3 ) @0@0@

TEAELOV 1875.

o o0 o e

At any rate, close relatives of the witnesses of variant ¢
can be found only in the attestation of variant a.

Therefore, it is a reasonable assumption
that variant ¢ derives from variant a.

Contents | Index



The Coherence-Based Genealogical Method (CBGM) — Introductory Presentation by Gerd Mink

Pre-genealogical coherence

Jas 1,25/12-18

€15 VOUOV TEAELOV TOV TNG EAeLOEPLOC

TEAELOV NG EAEV

™G eAevBeprog

o o0 o e

TEAELOV

Beprog
4__,

>

‘)

6?
TEAELOV TOV NG EAVOepLac— 142 witnesses including Byz

197. 643T. 1241. 1837. 2374. 2774.

(3985096661

1875.

Contents | Index

local

Lectionaries
are not included.

stemma

Jas 1:25/12-18

d

b

Release 1.0
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Pre-genealogical coherence

Jas 1,25/12-18  e1c vouov teAetlov 1oV tne eAevOeplog

a TeELELOV Excursus:

b teAetoy Using data for individual writings

C NG EAE

d teleton In this presentation coherence is based on data

resulting from the comparison of witnesses in the Catholic Letters.
Smaller fragments have been excluded.

Jud¢ What happens when we use data for an individual writing only

and allow for fragments containing, in this case, most of James?

res
cluded.

must be derived Irom variant a. / l

The weak pre-genealogical coherence 5 -
between the attestations of the variants b, ¢ and d
allows for deriving them all alone from variant a.

Contents | Index

d



..... 197 ....34211 o
Excursus: Using data . 617 1 92510
for individual writings Pre-genealogical coherence 42d 52,516 @
2423 1 92.500 '8
020 ¢ B2.186 i
Jas 1,25/12-18 €1 vopov teletov tov g eaevbeplag | 897 92.116 ‘e
1 ..91.984
> T
a telelov tov s edevbeploc— 142 witnesses including Byz 312 o sre3 M
1845 | ©91.721 €
b teAelov mg erevBeplac— o | 197.643T. 1241. 1837.2374.2774. | | '35 " "g1.721 n
4—_, * 006 1661 1. 18 .1.81.721 ¢
¢ mgetevbeplag 3 (398)996. 1661. 458 5850
d telelov 1875. .93 .1.B1.580;
..... 181 .. B1.557
G431 91.546
A3 . 81.458
..... 1853 91.40¢
agreements with 398 | .. 1827 ..21327
(data for James Qn]y, — EID? ............. ...... 9132?
excluding Smaller fragments) 94 ................. ...... 91'195
6 91,161 |
45 lines
omitted
996 | BB8.801
25 lines
omitted

Contents | Index v 1661 . B/.030



Pre-genealogical coherence

Jas 1,25/12-18  €1g vouov 1eAeL0V TOV NG EAeVOEPLOC

6?

tov NG eAevbeprac— 142 witnesses including Byz

<

197. 643T. 1241. 1837. 2374. 2774.

G eAevbeploc— o : :
— (398)996. 1661.

424 | 01.749
24237157529 1| data
319 91.512 ([UNgs
607 . 01.454

617 © 91.400

35 51.400

18 91.347

020 | 591.303

1 91.276

468 | 91.077

018 | 00.846

252 | 90570 loeoiac
049 | 590.129

2186 | 90.017

431 | B89.802

0142 | BY.699

400 | BY.GB6

1608 | 89.588

93 89.588

1501 | B89.501

459 | B9.366

1827 | 89.333

46 lines
omitted

87.292 |

= 1=] I
26 lines
omitted

1661

agreements with 398

(data for James only, ]

excluding smaller fragments)

please compare the data
for the Catholic Letters

197 | 54.211 5(7
617 | 592.510

45 lines
omitted




424 91.749
24237157529 1| data .

e o Pre-genealogical coherence

607 91.454

617 91.400

35 o1.400 i| Jas 1,25/12-18  €1¢ vopov teAetlov tov g elevBeprog
18 91.347

020 91.303 ?

1 61.276 tovmnc cdenBenio~ 149 witneceee inclndine Rvz

188 21.077 ] Differences result from

018 00.846 : : : :

555 50,570 1| (1) more witnesses being collated in James,

045 00,129 (i1) fragments being included

2186 | 90.017 (some may contain not all Catholic Letters

431 B85.802 1 but comprise a great deal of James),

0142 | B9.699 : : C e »
e e (i11) changing textual character of witnesses in individual writings.
1608 | B0.588

53 89.588 agreements with 398

1501 85.501 (data for James only, E—
458 B9.366 excluding smaller fragments)
1827 | B80.333

46 lines
omitted

87.292 |

= 1=] I
26 lines
omitted

1661

please compare the data
for the Catholic Letters

197 | 54.211 5(7
617 | 592.510

45 lines
omitted




The Coherence-Based Genealogical Method (CBGM) — Introductory Presentation by Gerd Mink

424 91.748
24237 'g752g ;| data .
576 5T 815 Hitings Pre-genealogical coherence
G607 91.454
617 91.400

35 g1.400 /| Jas 1,25/12-18  €1¢ vopov teAetlov tov g eAevBeplog
18 91.347

020 91.303 4

1 91.276

468 91.077
018 90.846
252 90.5270
049 90.128
2186 90.017
431 BO.BOZ
o142 BO.650
400 BO.G8BE
1600 BO.588
93 BO.588
1501 B9.501
458 BO.366
1827 B9.333

46 lines
omitted
i g7.292

= 1=] I
26 lines
omitted

1661 ¢ B5.681 V

asreements with 398

ly,
ments)

for the Catholic Letters

45 lines
omitted
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Excursus: Using data

for individual writings Pre-genealogical coherence

Jas 1,25/12-18  €1¢ vopov teAelov 1oV e eAevBeprog

6?
TEAELOV TOV NG EAVOepLac— 142 witnesses including Byz
telelov g elevbeplag— o | 197. 643T. 1241. 1837. 2374. 2774.
™G eAevBeplog :__’ "] 3984 996.;21661.)
TEAELOV 1875.

o o0 o e

ag:Eements with 398
(

exclufing smaller fragments)

ata for James only, I

197 | 84.211 |
| Jo

617 | 592.510

o s
e sesio,
i sz ¢
80752116
1 91.984 |
431 ..................... 91.942 e
T
_____ IR
e e
e e
4585 t 891.580

E e
_____ 5 oo,
NmaT 4
EOmRET

Contents | Index

Release 1.0

L3077 coBh.agr
94 191.196
G L 01.167 |
45 lines
omitted
»006  © B88.801




Excursus: Using data
for individual writings

Pre-genealogical coherence

Jas 1,25/12-18  €1g vouov 1eA€L0V TOV NG EAeVIEPLOC

6?

TEAELOV TNG EAEVBEPLOGH o
™G eAEVOEPLOG :—_, )

o o o W

TEAELOV

agreements with 996
(data for James only,
excluding smaller fragments)

1661 remains the closest relative of 996.
Pre-genealogical coherence is very strong.
Best hypothesis: The variant emerged twice.
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1661 ¢ 97.088

Excursus: Using data : 2423 | 94.459

for individual writings Pre-genealogical coherence 617 753,630

L 93.808

318 93.697

Jas 1,25/12-18  €1¢ voupov teAeLoV TOV TNG EAELOEPLOG Jdesl o 83.676

ded 93.676

) 607 93.544

a telelov tov s edevbeploc— 142 witnesses including Byz 020 .33:383
665 93.149

b teAieilov ™mg SXSUGSpL(xg D) 197. 643T. 1241. 1837. 23774. 2774. 312 gama
< I . 456 93.017

¢ g erevbepiog 3 398’ 35 ..53.017

d teielov 1875. 2080 1..32:885

93 92.885

a6 o 92.876
, 1585 | ©02.744

All CIOSG I'elathGS Of 996 E .................... ...... 92.?25

and, accordingly, those of 1661 agreements with 996 1853 92.706

read variant a. (data for James only, — 676 . - 92522

S f h lt : h excluding smaller fragments) 4DD ........... ...... QE'SQB

O far, the result 1s the same 1845 92480

as one based on data 1270 | 92.480

for the entire Catholic Letters. 459 . 92.450

1893 . 92.3958

326 ¢ 92.398

... 52398

1287 ¢ 92.348

1837 . 92.216

Contents | Index v 1508 | 92.216 i



1661 i 97.098

Excursus: Using data : 2423 | 94.459

for individual writings Pre-genealogical coherence 617 93.939

R 93.808

319 | 93.697

Jas 1,25/12-18 €1 vopov telerov tov g erevbeplog | 1231 | 83.676

424 | 03676

9 607 | 093.544

a telelov tov s edevbeploc— 142 witnesses including Byz 020 .33:383
BES 03,1449

b teketov g elevbeprag 72 197. 643T. 1241. 1837. 2374. 2774. | | 372" "83.108
° 4565 03.017

¢ mgerevdeplog 3 398,996. 1661. ERRE A

d teielov 1875. 2080 1..32:885

83 i 92.885

468 | 02,876
. 1585 O2.744

All ClOSe I'elathGS Of 996 E .................... ...... 92.?25

and, accordingly, those of 1661 agreements with 996 1853 | 02.706 |

read variant a. (data for James only, =~ — .978...;.32:822

: excluding Smaller fragments) 4DD ........... ...... QE'SQB

So far, the result is the same 845 52.490

as one based on data 1270 | 92.480

for the entire Catholic Letters. 459 92450

1893 | 02,358 |

326 | 92,358

1 i 92.35B

Is the same true for 3987 1297 92.348

1837 | 092.216 |

Contents | Index v 1508 | 92.216 i



424 91.748

2423 91.5228

data

319 91.512

itings

507 917.454

517 91.400

Pre-genealogical coherence

Jas 1,25/12-18  €1g vouov 1eAeL0V TOV NG EAeVOEPLOC

35 91.400
18 91.347
020 91.303
1 91.276

6?

tov NG eAevbeprac— 142 witnesses including Byz

468 91.077

018 90.846

252 90.5270

049 90.128

2186 90.017

431 BO.BOZ

o142 BO.650

400 BO.G8BE

1600 BO.588

93 BO.588

1501 B9.501

458 BO.366

1827 B9.333

46 lines
omitted

87.292 |

g erevBeplag— o | 197.643T. 1241. 1837. 2374. 2774.
Oeprog :—_, ) 96. 1661.
1875.
agreements with 398
(data for James only, —
excluding smaller fragments)
data for James >

= 1=] I
26 lines
omitted

1661 ¢ B5.681 ’V

data for the Catholic Letters

197 | 54.211 5(7
617 | 592.510

45 lines
omitted




424 | 91.749
242371 "g7.52g 1| data :
576 57,575 1fitings Pre-genealogical coherence
807 : 01.454
617 : 91.400
35 o1.400 i| Jas 1,25/12-18  €1¢ vopov teAetlov tov g elepdeprog
18 91.347
020 91.303 4
] 91.276 i[tOV TNG EAEVOEPLOC—
468 : 01.077
018 90.846 i[5 87&8“% 9
252 : 00.570
048 : 00.129 Oeplog 3
2186 : 00.017
431 : B9.802
0142 : B9.599
..... 159 In James only, .
22 197 is the closest relative of 398. agreements with 398
..... 139 (data for James only, —
1 e excluding smaller fragments)
1827 | B89.333

46 lines
omitted
006

i g7.202 |

26 lines
omitted

1661

data for James >

data for the Catholic Letters

¥ 517 55516
ST é'é".'é"i"kfi""a
o
e
607 0 92,116 ¢
1 . 01.084 |
431 ..................... 91.942 e
T eieaTm
..... e R
e e
8 enral
456 | 091.590
S5 see
..... BT e
e e
e s

307 i 81.327 ¢
B ?.J...-.J..?.F? .....
5] 81,181
45 lines
omitted
996 | B88.801




Excursus: Using data

for individual writings Pre-genealogical coherence

Jas 1,25/12-18  €1¢ vouov teAeLOV TOV,

¢ ehevbeplroc

6?
TEAELOV TOV TNG EAEVOEPLOG—

<

o o0 o e

TEAELOV

142 Ws including Byz

197. 643T. 1241. 1837. 2374. 2774.

TEAELOV TNG EAEVBEPLOGH o :
™G eAEVOEPLOG <—_, ) @‘

In James only,

197 1s the closest relative of 398.

197 witnesses to variant b.

Contents | Index

agreements with 398
(data for James only, —
excluding smaller fragments)

187 fg4.211 ¢
- | %

617 | 592.510

e 5376 a
55 es a0 e
e e
607 | 82.116 o
1 . 91.5984 |
431 ..................... 91.942 e
e ey
..... e =t
g s
B .72l ¢
456 | 91.580
e iR
..... e T
o iRl
e e

B ?.J...-.J..?.F? .....
5] P81.161
45 lines
omitted
996 . BB.BOT




The Coherence-Based Genealogical Method (CBGM) —

Excursus: Using data

for individual writings Pre-genealogical coherence

Introductory Presentation by Gerd Mink

197 | 84.211 |
| Jo

617 | 592.510

020 ?.?..-.J.E.? ..... T
Jas 1,25/12-18 €1 vopov telerov toyafic erevbeplog | 697 92.116
] 51.984 |
9 agTeTgaE
a TeEAELOV TOV NG eAevbeplog— 142 Ws including Byz 312 - e1e3; M
1845 = 91.721 i€
b telerov g edevbeplag— o 43T . 1241. 1837.2374.2774. | | "357"""g1.721 " n
] ) SO N e
C Tng exeuegptag 4 ® 96. 1661. 455 .................... 91.59D
d teletov 1875. 93 ....91.590
..... 181 ...B1.557
LG43 1 81.546 ;
453 51.450

In James only,

197 1s the closest relative of 398.

agreements with 398
(data for James only,

excluding smaller fragments)

197 witnesses to variant b.

Contents T Index

Release 1.0

—_— 397 i 81.327 ¢
B ?.J...-.J.E.ﬁ .....
5] 81,181

45 lines

omitted
996 . BB.BOT




The Coherence-Based Genealogical Method (CBGM) — Introductory Presentation by Gerd Mink

Excursus: Using data
for individual writings

Pre-genealogical coherence

Jas 1,25/12-18  €1¢ vopov teAelov 1oV e eAevBeprog

o o0 o e

TEAELOV

TEAELOV TOV NG EAVOepLac— 142 witnesses including Byz

TEAELOV NG EAEV

Oeplag— o
— 398. 996. 1661.

™G eAevBeprog

6?

Lectionaries

197. 643T. 1241. 1837. 2374. 2T74. | .te not included.

1875.

local stemma

Jas 1:25/12-18 E

AN

b d

Contents T Index

Release 1.0



The Coherence-Based Genealogical Method (CBGM) — Introductory Presentation by Gerd Mink

Excursus: Using data

for individual writings Pre-genealogical coherence

Jas 1,25/12-18  €1¢ vopov teAelov 1oV e eAevBeprog

6?
TEAELOV TOV NG EAVOepLac— 142 witnesses including Byz

TEAELOV NG ekeu@eptag:l o | 197.643T. 1241. 1837. 2374. 2774.

™G erevbeplog g ] @0" 1661.

TEAELOV 18
\ local stemma

Jas 1:%%—13 3

N

S
IR

Contents | Index

Lectionaries
are not included.

o o0 o e

Release 1.0



Excursus: Using data

for individual writings Pre-genealogical coherence

Jas 1,25/12-18  €1g vouov 1eAeL0V TOV NG EAeVOEPLOC

6"
TEAELOV TOV TNG ehevBeplog— 142 witnesses including Byz

TEAELOV NG ekeueeptag] o | 197.643T. 1241. 1837. 2374. 2774.

mg eAevbeprlag 3 ) 96. 1661.

TEAELOV 18

o o0 o e

Jas 1:25/12-18 3 Jas 1:2_1\*%—13

b C d b

for James only
based on data \
for the entire Catholic Letters

Contents | Index

Lectionaries
are not included.

local stemma \ local stemma

= |

PN ] kN

d



Excursus: Using data

for individual writings Pre-genealogical coherence

Jas 1,25/12-18  €1g vouov 1eAeL0V TOV NG EAeVOEPLOC

6?
a Telelov ToV G elevbeplog— 142 witnesses including Byz
Lectionaries
b 1eAelov g ehevbeprog— o | 197. 643T. 1241. 1837. 2374. 2774. | are not included.
C 1Mg eAevbeprog :—_, " | 398.996. 1661.
d telelov 1875.
local stemma Which local stemma local stemma
should be preferred?
Jas 1:25/12-18 E Jas 1:25/12-18 E
/ l \\ based on data / \
b C d b d

for James only

based on data
for the entire Catholic Letters

Contents | Index



data

itings

Pre-genealogical coherence

€1G VOOV TEAELOV TOV T

agreements with 398

45)
617 : 91.400
35 01.400 8 1,25/12-18
18 91.347
020 | 91.303
1 §1.276 :[tOV TNG EAEVLUE
468 | 91.077
STET s e TING EAEVOEPLOG
252 | 90570 | 4__,
epLo
049 | 90.120 PLOS <
2186 | 90.017
431 89.802
D"'q,? ar S0t
400 Depending on which data is used,
C . .
;D‘ 424 (variant a) or 197 (variant b)
T is the next relative of 398.
450 | B0.3G6
1827 | B89.333

46 lines
omitted

1661

i g7.202 |

Q95
26 lines
omitted

excluding smaller fragments)

data for James >

data for the Catholic Letters

(data for James only, ]

197 ) .. s
s es g a
55 es a0 e
e
607 . 92,116 ¢
1 . 91.5984 |
431 ..................... 91.942 e
B
..... B e e
R N
B .72l ¢
456 | 91.580

R
..... BT e e
R R
e e

307 i 81.327 ¢
B ?.J...-.J..?.F? .....
5] 81,181
45 lines
omitted
996 . BB.BOT




Excursus: Using data

for individual writings Pre-genealogical coherence

Jas 1,25/12-18  €1g vouov tedelov tov g eAevBeprog

a TEAELOV TOV NG eken@eptagz 142 witnesses including Byz -

b 1eAelov g ehevbeproc— o | 197. 643T. 1241. 1837. 2374. 2774. | e not included.
C NG eAevbeplog :__’ ] @ 096. 1661.

d teleilov 1875.

In 398 and 424 nearly the entire text of the Catholic Letters has been preserved.
At 3030 of 3046 variant passages in the Catholic Letters their variants can be checked.
197 is fragmentary. There are only 570 variant passages (all in James)
where 197 and 398 can be compared.
In James alone 398 and 424 have text at 761 variant passages.

Contents | Index



The Coherence-Based Genealogical Method (CBGM) — Introductory Presentation by Gerd Mink

Excursus: Using data

for individual writings Pre-genealogical coherence

Jas 1,25/12-18 €15 vou

a TEAELOV TOV NG ekauesptagz 142
b teleilov ng edevbeploc— o | 197
C NG eAevbeplog :__’ ) @
d telelov 187

In 398 and 424 nearly the entire text of the Catholic Letters has been preserved.
At 3030 of 3046 variant passages in the Catholic Letters their variants can be checked.
197 is fragmentary. There are only 570 variant passages (all in James)
where 197 and 398 can be compared.
In James alone 398 and 424 have text at 761 variant passages.

Contents | Index

Release 1.0



Excursus: Using data

for individual writings Pre-genealogical coherence

Jas 1,25/12-18  €1g vouov teAelov tov g eAevBepLOC

Lectionaries
are not included.

6',
a Telelov 1oV G elevbeplog— 142 witnesses including Byz
b 1eAelov g ehevbeproc— o | 197. 643T. 1241. 1837. 2374. 2774,
C 1M¢ eAevbeplog :__’ " ] 398.996. 1661.
d teielov 1875.
local stemma
Jas 1:25/12-18 E
b B d

based on data
for the entire Catholic Letters

Contents | Index



Pre-genealogical coherence

Jas 1,25/12-18  €1g vouov 1eAeL0V TOV NG EAeVOEPLOC

6)
TEAELOV TOV TNG ehevBeplog— 142 witnesses including Byz
Lectionaries

telelov g elevbeprag— o | 197. 643T. 1241. 1837. 2374. 2774. | are not included.

G ehevBeplog :—_, " ] 398.996. 1661.

TEAELOV 1R71%

o o0 o e

End of the Excursus:
Using data for individual writings

All of the following analyses will again be based
on data resulting from all of the Catholic Letters.

After the analysis of pre-gnealogical coherence at Jas 1,25/12-18,
the genealogical view will now be presented.

Contents | Index



Genealogical coherence

Jas 1,25/12-18  €1g vouov 1eAeL0V TOV NG EAeLOEPLOC
K)

a telelov Tov NG erevBeprac— 142 witnesses including Byz

b telelov g ehevbeprog— o | 197. 643T. 1241. 1837. 2374. 2774.

C NG eAevbeprag —‘ 398. 996. 1661. L ectionarics

d telelov : 1875. are not included.

Which is the source variant of variant d?

Did 1t derive from variant a or b,
omitting tov tng eAevBeprog or g eAevbeproc?

Contents | Index



Genealogical coherence

Jas 1,25/12-18  €1g vouov 1eAeL0V TOV NG EAeLOEPLOC

‘)

TEAELOV TNG EAEVOEPLOG— 9

¢ ehevBeprog

o o0 o e

<
TEAELOV <

398. 996. 1661.

tedelov Tov e erevdeplac— 142 witnesses including Byz
197. 643T. 1241. 1837. 23774. 277'74.

Lectionaries

are not included.

potential ancestors of 1875
(excluding smaller fragments)

Among the potential ancestors
(excluding smaller fragments)
181 most frequently agrees with 1875.
181 reads variant a.
None of the potential ancestors shown
reads variant b.

ontents | Index

W2 NRDPERC1 EQ PASSW1<W2W1>W2UNCLNOREL

181
617
020
424
2423
1

18
468
35
319
607
93
252
1845

(Al &

1

W oo~ 3y o n B WM

e e
AW MK e O

4
1

94.696 2714
92.092 2655
91.893 2641
91.865 2644
91.568 2639
91.536 2629
91.342 2627
91.336 2625
91.294 2632
91.232 2570
91.210 2615
90.843 2619
90.701 2536
90.576 2595

(aTATEE e LS ol alsl

2866
2883
2874
2878
2882
2872
2876
2874
2883
2817
2867
2883
2796
2865

=TT A

88
152
141
150
152
135
147
155
149
147
146
155
145
145

4ra

47
53
62
54
62
75
64
54
62
68
76
72
87
78

(& b |

12
16
20
21
20
21
26
30
27
19
20
24
19
32

-y

5
7
10
9
S
12
12
10
13
13
10
13
S
15

44



Genealogical coherence

Jas 1,25/12-18  €1g vouov 1eAeL0V TOV NG EAeLOEPLOC

5
tedelov Tov e erevdeplac— 142 witnesses including Byz

TEAELOV NG ekeueeptag—‘ o | 197.643T. 1241. 1837. 2374. 2774.

e eAevleprog . 398. 996. 1661. L ectionarios
TEAELOV : are not included.

W2 NRDPERC1 EQ PASSW1<W2W1>W2UNCLNOREL
181 1 94.696 2714 2866 88 47 12 5

o o0 o e

potential ancestors of 1875

(excluding smaller fragments) 617 2 92.0922655 2883 182 53 16 7
020 3 91.8932641 2874 141 62 20 10
424 4 91.8692644 2878 /150 54 21 9
2423 5 91.5682639 2882 / 152 62 20 9
1 E 04 230 20 0T £ 12 b il = o | 1
Among the potential ancestors 181 shows 88 varfants
(excluding smaller fragments) prior to the respective vafiants in 1875.
181 most frequently agrees with 1875. 1875 reads only 47 variants

prior to the respective variants in 1875.

181 reads. variant a. Thus, the textual flow from 181 to 1875 is very strong.
None of the potential ancestors shown This direction of textual flow is not expected

reads variant b. to invert if some local stemmata of variants change.

T el S o St S o T T

ontents I Index IO LI™F e e i e L I=r e o= e

AdO A4 MM A534 "rEnm DT A 4 - A (& b | b T 4 4



Genealogical coherence

Jas 1,25/12-18  €1g vouov 1eAeL0V TOV NG EAeLOEPLOC

K)
a telelov Tov NG erevBeprac— 142 witnesses including Byz
b telelov g ehevbeprog— o | 197. 643T. 1241. 1837. 2374. 2774.
C NG eAevbeprag —‘ 398. 996. 1661. L ectionarics
d telelov : are not included.
W2 NRDPERC1 EQ PASSW1<W2W1>W2 UNCL NOREL
potential ancestors of 1875 181 1 94.696 2714 2866 88 47 12 5
(excludingl 4&1.1_1_9.1.9.9:_1;;:;333 152 53 16 7
: : 374 41 62 20 10
The resulting tex.tual ﬂpw diagram = = S :
for variant d 1s: by /152 62 20 o

779 12 o Al = i | 1

Jas 1:25/12-184 !
Among the pot Con=10 fws 88 Vsz/ants

(excluding sm ective vafiants in 1875.

4

)

181 most frequent : s only 47 variants ’
197 sl | ective variants in 1875. 3

] A\ 'om 181 to 1875 is very strong. )

None of the potent 1872 xtual flow is not expected 3
reads v stemmata of variants change.

ontents | Index

AdO A4 MM A534 "rEnm DT A 4 - A (& b | b T 4 4



Genealogical coherence

Jas 1,25/12-18  €1g vouov 1eAeL0V TOV NG EAeLOEPLOC
6)

a TeAELOV 1oV NG eAlevbeplog— 142 witnesses including Byz

b 1eAelov g ehevbeproc— o | 197. 643T. 1241. 1837. 2374. 2774,

C 1Mg eAevbeprog :—_, " | 398.996. 1661. S
Lectionaries

d

TEAELOV 1875. are not included.

And which 1s the source variant of variant ¢?

Did 1t derive from variant a or b,
omitting TEAELOV TOV Or TEAELOV?

Contents | Index



Genealogical coherence

Jas 1,25/12-18  €1g vouov 1eAeL0V TOV NG EAeLOEPLOC

6?

<
TEAELOV 1875.

o o0 o e

TEAELOV TOV TNG ehevBeplog— 142 witnesses including Byz
tedelov g elevbeprag— o | 197. 643T. 1241. 1837. 2374. 2774.

MG eAevBepLOg 4—_, ) 96. 1661.

Lectionaries

are not included.

W2 NRDPERC1 EQ PASSW1<W2W1>W2UNCLNOREL

potential ancestors of 398 424 1
(excluding smaller fragments) 2423 2

319 3
: 607 4

There is a dense group 35 &

of closely related potential ancgstors, 617 5
the first of which is 424. 18 7

424 reads variant a. uz'i 2

None of the potentla.l ancestors shown 755 G
reads variants b. 018 11
Co-witnesses 996 and 1661 are not 252 12
potential ancestors of 398. 2 B

049 14

R P

91.745 2780 3030
91.526 2777 3034
91.512 2717 2565
91.454 2761 3019
91.400 2774 3035
91.400 2774 3035
91.347 2766 3028
91.303 2761 3024
91.276 2762 3026
91.077 2756 3026
90.846 2745 3026
90.570 2670 2548
90.447 2632 2910
90.129 2721 3019

R e T el e T T

131
133
130
126
134
140
131
134
125
148
133
132
256
126

-

64
74
78
88
75
70
78
83
93
74
93
97
0
121

- o

43
35
33
35
43
37
43
=9
37
42
40
35

6
36

12
11
11
9
9
14
10
7
9
6
11
14
16
15

-



Genealogical coherence

Jas 1,25/12-18  €1g vouov 1eAeL0V TOV NG EAeLOEPLOC

6?

TEAELOV TNG EAEVBEPLOGH o
™G eAEVOEPLOG <—_, )

<

o o0 o e

TEAELOV

TEAELOV TOV TNG ehevBeplog— 142 witnesses including Byz

19

398. 996. 1661.

18

7.643T. 1241. 1837. 2374. 2774.

Lectionaries

75. are not included.

potential ancestors of 398
(excluding smaller fragments)

There 1s a dense group
of closely related potential ancgstors,
the first of which is 424.
424 reads variant a.

None of the potential ancestors shown
reads variants b.
Co-witnesses 996 and 1661 are not
potential ancestors of 398.

W2 NRDPERC1 EQ PASSW1<W2W1>W2UNCLNOREL

424 1 951.7492780 3030 131 64 43
2423 2 91.529 2777 3034 3 74 39
319 3 91.5122717 2969 30 /8 33
607 4 91.454 2761 3019 126 88 35
35 5 91.4002774 3035 134 /75 43

= =3 et | A TR oA TR TR | s =y

12
11
11
9
9

I
424 shows 131V71/ants
prior to the respective variants in 398.
398 reads only 64 variants
prior to the respective variants in 424.

Thus, the textual flow from 424 to 398 is very strong.

This direction of textual flow is not expected
to invert if some local stemmata of variants change.

-
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Genealogical coherence

Jas 1,25/12-18  €1g vouov 1eAeL0V TOV NG EAeLOEPLOC
6?

a TeAELOV 1oV NG eAlevbeplog— 142 witnesses including Byz
b 1eAelov g ehevbeprog— o | 197. 643T. 1241. 1837. 2374. 2774.
[ J
Cc 1nc eAevBepro 4—_, 398. 996. o
NS PLOS < Lectionaries
d teielov 1875. are not included.
W2 NR DPERC1 EQ PASSW1<W2W1>W2 UNCL NOREL
potential ancestors of 1661 =23 I I =iy 2 RO I I S S
. 2423 2 90.1452735 3034 223 40 31 5
(excluding smaller fragments)
424 3 89.8352722 3030 231 45 26 6
18 4 89.3662706 3028 226 52 36 B
020 5 89.3622705 3027 224 53 33 12
, 468 6 89.3292704 3027 232 47 37 7
996 is by far the most closely related 35 7 80.2922710 3035 229 49 139 8
potential ancestor of 1661. 319 8 89.1882648 2969 226 55 33
Co-witness 398 is potential ancestor 617 S 89.12727053035 233 47 34 16
with rank number 72. 252 10 89.0432625 2948 214 62 37 10
Thus. there | d 607 11 88.9372685 3019 226 65 37 6
us, there 1s no adequate 1 12 88.7572684 3024 223 72 36 9
genealogical coherence. 1609 13 88.6992692 3035 223 76 35 9
I —_— 018 14 88.5992681 3026 230 73 34 8
1CMN4 i 20 2172 2870 N0 210 [s]a] 20 (a]



Genealogical coherence

Jas 1,25/12-18

€1G VOULOV TEAELOV TOV TNG eAevBepLOg

6)

TEAELOV TNG EAEVBEPLOGH o
™G eAEVOEPLOG <—_, )

TEAELOV TOV TNG ehevBeplog— 142 witnesses including Byz

<

o o0 o e

TEAELOV

197. 643T. 1241. 1837. 2374. 2774.
398. 996. 1661.
1875.

Lectionaries

potential ancestors of 1661
(excluding smaller fragments)

996 is by far the most closely related
potential ancestor of 1661.
Co-witness 398 is potential ancestor
with rank number 72.

Thus, there 1s no adequate
genealogical coherence.

are not included.

W2 NR DPERC1 EQ PASSW1<W2W1>W2UNCLNOREL

956 1 97.2052921 3005 62 10 /7 5

2423 2 90.145 2735 3034 40 31 5

424 3 89.8352722 3030 45 26 6

18 4 89.366 2706 3028 52 36 8

020 5 89.3622705 3027 53 33 12
A7 29

996 shows 62 variants 3

prior to the respective vafiants in 1661. /

1661 reads only 10 variants
prior to the respective variants in 996.
Thus, the textual flow from 996 to 1661 is very strong.
This direction of textual flow is not expected
to invert if some local stemmata of variants change.

ontents | Index

L= =T T = o = = T = 0

1EN4 L= 20 2172 2870 N0 210 [=]a} 20
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Genealogical coherence

Jas 1,25/12-18

€1G VOULOV TEAELOV TOV TNG eAevBepLOg

6?

TEAELOV TNG EAEVBEPLOGH o
™G eAEVOEPLOG :—_, )

o o0 o e

TEAELOV

398(996.1661.

TEAELOV TOV TNG ehevBeplog— 142 witnesses including Byz
197. 643T. 1241. 1837. 23774. 277'74.

Lectionaries
are not included.

potential ancestors of 996
(excluding smaller fragments)

W2 NR DPERC1 EQ PASSWI1<W2W1>W2UNCLNOREL

2423
424
020
315

2423 is the most closely related
potential ancestor of 996 and reads variant a.
None of the potential ancestors shown
reads variant b.

The rank number 71 of potential ancestor 398
does not allow
for adequate genealogical coherence.

18
35
617
607
468
252

1609
018
0142

ANN

W O =< o B W R

e e e
H WA= O

=&
n

92.055 2769 3008
91.744 2756 3004
91.261 2736 2998
91.199 2684 2943
91.173 2737 3002
91.127 2742 3009
91.027 2739 3009
90.979 2723 2993
90.967 2729 3000
90.763 2653 2923
90.660 2718 2998
90.562 2725 3009
86.900 2697 3000
89.700 2685 2993

0 7N1 2EE7Y 72AR

167
178
172
172
170
174
181
168
179
164
171
167
184
168

1£1

40 29 3
44 24 2
51 33 6
53 31 3
52 36 7
50 37 6
47 32 10
63 35 4
48 38 6
64 35 7
70 34 5
74 35 8
79 36 4
108 28 4
a7 272 [



Genealogical coherence

Jas 1,25/12-18

€1G VOULOV TEAELOV TOV TNG eAevBepLOg

6?
TEAELOV TOV TNG EAEVOEPLOG—

Geptocg] ?

<

TEAELOV TNG EAEV

¢ ehevBeprog

o o0 o e

TEAELOV

142 witnesses including Byz
197. 643T. 1241. 1837. 2374. 2774.

398(996.1661.

Lectionaries
are not included.

W2 NR DPERC1 EQ PASSWI1<W2W1>W2UNCLNOREL

potential ancestors of 996 2423 1 92.055 2769 3008 167 40 29 3
(excluding smaller fragments) 424 2 91.744 2756 3004 178 44 24 2

020 3 91.2612736 2998 172 51 33 6

319 4 91.199 2684 2943 172 53 31 3

|_12 & 01 1722737 3002 170 52 36 7

2423 1s the most closel : | : 2742 3009 174 50 37 6
potential ancestor of 996 and { Multiple origins for variant ¢ 2739 3009 181 47 32 10
None of the potential ance must be assumed. 2 b0 MR 50 4

p ot 2729 3000 179 48 38 6

reads variant 752 10 90.763 2653 2923 164 64 35 7

The rank number 71 of potential ancestor 398| 1 11 90.6602718 2998 171 70 34 5
does not allow 1609 12 90.562 2725 3009 167 74 35 8

for adequate genealogical coherence. 015 13 1 89:300 2634 5000 164 3536 =
0142 14 89.709 2685 2993 168 108 28 4

AN i Q0 7N e 70AC 1£1 a7 b B | &




Genealogical coherence

Jas 1,25/12-18  €1g vouov 1eAeL0V TOV NG EAeLOEPLOC

6"
TEAELOV TOV TNG EAEVOEPLOG—

TEAELOV TNG EAEVBEPLOGH o
™G eAEVOEPLOG :—_, )

o o0 o e

TEAELOV

142 witnesses including Byz
197. 643T. 1241. 1837. 23774. 277'74.
398. 996. 1661.

potential ancestors of 996
(excluding smaller fragments)

2423 is the most closely related
potential ancestor of 996 and reads variant a.
None of the potential ancestors shown
reads variant b.

The rank number 71 of potential ancestor 398
does not allow
for adequate genealogical coherence.

Lectionaries
1875. are not included.
W2 NR DPERC1 EQ PASSW1<W2W1>W2UNCLNOREL
2423 1 92.055 2769 3008 167 40 29 3
424 2 91.744 2756 3004 78 44 24 2
020 3 91.261 2736 2998 172 —al 33 6
319 4 91.199 2684 2943 172 B 31 3
18 5 961.1732737 3002 170 52 36 7
20 [ 54 4977 37AT 22000 1= Ein 277 =

I

2423 shows 167 }%iants

prior to the respective variants in 996.
996 reads only 40 variants

prior to the respective variants in 2423.

Thus, the textual flow from 2423 to 996 is very strong.
This direction of textual flow is not expected
to invert if some local stemmata of variants change.

=X AT L=} | | L= | - L —

T = =T T T W e = = =

AnNn 1K 0 7N1 2EE7Y 72AR 1£1 a7

272



Genealogical coherence

Jas 1,25/12-18  €1g vouov 1eAeL0V TOV NG EAeLOEPLOC

6?
TEAELOV TOV TNG ehevBeplog— 142 witnesses including Byz

a
b 1eAelov g ehevbeprog— o | 197. 643T. 1241. 1837. 2374. 2774.
C 1Mg eAevbeprog 4—_, " | 398.996. 1661.

< Lectionaries
d teielov 1875. are not included.

potential ancestors of 398 potential ancestors of 996

W2 NRDPERC1 EQ PASSW1<W2W1>W2UNCLNOREL W2 NR DPERC1 EQ PASSW1<W2W1>W2UNCLNOREL

—p 424 1 91.7492780 3030 131 64 43 12 —pp 2423 1 92.0552769 3008 167 40 29 3

2423 2 91.529 2777 3034 133 74 39 11 424 2 91.744 2756 3004 178 44 24 2

318 3 91.5122717 2965 130 78 33 11 020 3 91.2612736 2998 172 51 33 6

607 4 91.454 2761 3019 126 B8 35 e 319 4 91,199 2684 2943 3

W2 NR DPERC1 EQ PASSW1<W2W1>W2UNCLNOREL

172 53 31
potential ancestors of 1661 Jas 1:25/12-18c
Con=10
[ I
b !

—pp 996 1 97.2052921 3005 62 10 7 5
2423 2 90.145 2735 3034 223 40 31 5 \' f
424 3 89.83527223030 231 45 26 6 f' ",

18 4 B9.366 2706 3028 226 52 36 B
398 295
The analysis of genealogical coherence l
results in this textual flow diagram for variant c: 1661

Contents | Index




Genealogical coherence

Jas 1,25/12-18  €1g vouov 1eAeL0V TOV NG EAeLOEPLOC

6?
TEAELOV TOV TNG ehevBeplog— 142 witnesses including Byz

a
b 1eAelov g ehevbeprog— o | 197. 643T. 1241. 1837. 2374. 2774.
C 1Mg eAevbeprog 4—_, " | 398.996. 1661.

< Lectionaries
d teielov 1875. are not included.

potential ancestors of 398 potential ancestors of 996

W2 NRDPERC1 EQ PASSW1<W2W1>W2UNCLNOREL W2 NR DPERC1 EQ PASSW1<W2W1>W2UNCLNOREL

—p 424 1 91.7492780 3030 131 64 43 12 —pp 2423 1 92.0552769 3008 167 40 29 3

2423 2 91.529 2777 3034 133 74 39 11 424 2 91.744 2756 3004 178 44 24 2

318 3 91.5122717 2965 130 78 33 11 020 3 91.2612736 2998 172 51 33 6

607 4 91.454 2761 3019 126 B8 35 e 319 4 91,199 2684 2943 3

W2 NR DPERC1 EQ PASSW1<W2W1>W2UNCLNOREL

172 53 31
potential ancestors of 1661 Jas 1:25/12-18c
Con=10
[ I
b !

—pp 996 1 97.2052921 3005 62 10 7 5
2423 2 90.1452735 3034 223 40 31 5 " "
424 3 \ !
18 4| The strongest genealogical coherencies suggest Y Y
398 295

that variant ¢ has developed twice
when witnesses of variant a were copied. l
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Genealogical coherence

Jas 1,25/12-18  €1g vouov 1eAeL0V TOV NG EAeLOEPLOC

a
b
C

d

6?

TEAELOV TOV TNG ehevBeplog— 142 witnesses including Byz
197. 643T. 1241. 1837. 23774. 277'74.

TEAELOV TNG EAEVBEPLOGH o
™G eAEVOEPLOG :—_, )

TEAELOV

398. 996. 1661.
1875.

Lectionaries
are not included.

textual flow diagrams for variants ¢ and d

Jas 1:25/12-18¢c
Con=10

Contents | Index

Jas 1:25/12-18d
Con=10
[ |
| !

III |II
¥ ¥

398 996

!

1561

The appropriate
local stemma of variants is:

Jas 1:25/12-18

=]

b

N

[ d



The following example shows
how to deal with insufficient coherence
when the variant probably rests upon
different source variants.

The analysis of pre-genealogical coherence will be omitted this time,
and instead textual flow diagrams based on genealogical data
will be used immediately.
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Genealogical coherence

Jas 1,12/31 TOV GTEPOVOV OV ETNYYELAOTO ...
a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344,
b xvuplog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
C 0 KLPLOG 117 witnesses including 025 and Byz
d o 0Beog 322.323.945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.
e o oyevong Beog 1751. 2374. 2805.

Lectionaries are not included.

The lack of an explicit subject in variant a is very hard.
It is the most difficult reading.
Thus, adding a subject suggests itself.

What are the source variants of variants b, ¢, d and e?
Did they emerge independently?
Are witnesses reading the same variant genealogically connected?

Contents | Index




Genealogical coherence

Jas 1,12/31 TOV GTEPOVOV OV ETNYYELAOTO ...
a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344,
b xvuplog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
C 0 KLPLOG 117 witnesses including 025 and Byz
d o 0Beog 322.323.945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.
e o oyevong Beog 1751. 2374. 2805.

Lectionaries are not included.

In order to find the source of variant b
(1) the most closely related potential ancestor of each witness
of this variant is searched within the attestation, and
(11) if not one of the upper ten closely related potential ancestors is found,
they are searched outside the attestation of variant b ...

Contents | Index




Genealogical coherence

Contents | Index

Jas 1,12/31 TOV GTEPOVOV OV ETNYYELAOTO ...

a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344,
b kvplrog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
C 0 KLPLOG 117 witnesses including 025 and Byz
d o 0Beog 322.323.945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.
e 0 oyeudne Beoc 12512274 1Q0S

Genealogical coherence N | I ; P I

between the witnesses of variant b "‘!4 l: 135 1?25 ;93 4579
is extremely weak. / '/




Genealogical coherence

Jas 1,12/31 TOV GTEPOVOV OV ETNYYELAOTO ...
a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344,
b kvplrog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
C 0 KLPLOG 117 witnesses including 025 and Byz
d o 0Beog 322.323.945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.
e 0 oyeudne Beoc 12512274 1Q0S
Genealogical coherence N | I ; T :
between the witnesses of variant b "‘!4 l: 135
is extremely weak.

Only coherence between 459 and 1842 is strong.

521/10

Contents | Index



Genealogical coherence

Jas 1,12/31 TOV GTEPOVOV OV ETNYYELAOTO ...
a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344,
b kvplrog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
C 0 KLPLOG 117 witnesses including 025 and Byz
d o 0Beog 322.323.945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.
e 0 oyeudne Beoc 12512274 1Q0S
Genealogical coherence N | I ; T :
between the witnesses of variant b "‘!4 l: 135
is extremely weak.

621 and 631 are derived from their potential ancestors
with rank number 10 which is a low rank
considering the kind of variant.

Contents | Index



Genealogical coherence

Jas 1,12/31 TOV GTEPOVOV OV ETNYYELAOTO ...
a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344,
b kvplrog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
C 0 KLPLOG 117 witnesses including 025 and Byz
d o 0Beog 322.323.945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.
e 0 oyevdng Beog 12512274 2Q0%

Jas 1:12/31b
Con=10
™ | |
‘\\- 1 1 1 1 1 1

Therefore, it might be advisable to search |7
for potential ancestors outside the attestation
if they are not found up to rank number 3.

1542 | 531/10

Genealogical coherence
between the witnesses of variant b
is extremely weak.

621 and 631 are derived from their potential ancestors
with rank number 10 which is a low rank
considering the kind of variant.
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Genealogical coherence

Jas 1,12/31 TOV GTEPOVOV OV ETNYYELAOTO ...
a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344,
b kvplrog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
C 0 KLPLOG 117 witnesses including 025 and Byz
d o 0Beog 322.323.945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.
€ 0 QYELONG Oeog 1751. 2374. 2805.

Jas 1:12/31hb .
Con=5

/

\

| R . [2
o4 51 180 1729 398 459
Now 621 and 631 are independently connected 142

to witnesses outside the box just as nearly all other witnesses are.

-—
e
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Genealogical coherence

Jas 1,12/31 TOV GTEPOVOV OV ETNYYELAOTO ...
a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344.
b xvuplog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
C 0 KLPLOG 117 witnesses including 025 and Byz
d o Beog 322.323.945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.
e o oyevone Ococ 1751. 2374. 2805.
D)
B \“ nx r’ JE "f I \x nl I ,fff
R ! f s | \ \ |
1 EN ¥ r » L 4 4 | L
o4 51 180 1729 398 531 459 621
The most closely related potential ancestor of each witness 1842
- except 04 is found in the attestation of variant c.

The best hypothesis is that for these witnesses
variant c 1s the source.
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Genealogical coherence

Jas 1,12/31 TOV GTEPOVOV OV ETNYYELAOTO ...
a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344,
b kvplrog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
C 0 KLPLOG 117 witnesses including 025 and Byz
d o 0Beog 322.323.945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.
e o oyevone Ococ 1751. 2374. 2805.
oD
h N \ ! ; P TN \ | ;
R ;I ; s SN ) | ’
EN ¥ r » L 4 4 | L
o4 51 180 1729 398 531 459 621
There 1s no potential ancestor of 04 l
in the attestation of variant c. 1842
The most closelv related one is A W2 NRDPERC1 EQ PASS W1<W2W1>W2 UNCL NOREL
: - L > A 1 92.9001871 2014 132 0 9 2
the hypothetical witness of the initial text. |y 1739 2 90.9221913 2104 28 20 35 g
Yet, it is not impossible to consider 1739 03 3 89.3011878 2103 116 48 55 6
(variant d). potential ancestors of 04




Genealogical coherence

Jas 1,12/31 TOV GTEPOVOV OV ETNYYELAOTO ...
a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344,
b kvplrog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
C 0 KLPLOG 117 witnesses including 025 and Byz
d o 0Beog 322.323.945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.
e

o owevdnc Beoc 1751. 2374. 2805.

G G G @ @D D)

Jas 1:12/31b -
Con=5
1
"~ \

h b .'I
BN Y

o4 =N

The point is whether o 8gog as source of kvprog

is regarded more probable than variant a
despite the higher agreement of A and 04.

There is no potential ancestor of 04
in the attestation of variant c.
The most closely related one is A,

= ‘

1542

W2 NRDPERC1 PASS W1<W2W1>W2 UNCL NOREL

the hypothetical witness of the initial text.
Yet, it is not impossible to consider 17397
(variant d).

— > A 1 92.9004871 2014 132 0 g 2
w1739 2 90.9221913 2104 78 70 35 8
03 3 89.3011878 2103 116 48 55 6

potential ancestors of 04




The Coherence-Based Genealogical Method (CBGM) — Introductory Presentation by Gerd Mink

Genealogical coherence

Jas 1,12/31 TOV GTEPAVOV OV ENNYYELAQTO ...
a om. P74.01.02.03.0
b xvprog 04.61. 180T. 398.
C 0 KLPLOG 117 witnesses incl
d o 0Beog 322.323.945. 11 492.
e o oawyevone Osoc 1751. 2374. 28
Jas 1:12/31h .
h \ ! ; £ n | f
R ! f s SN \ | ’
EN ¥ r » L 4 | L
o4 51 180 1729 398 581 459 621
There is no potential ancestor of 04 l
in the attestation of variant c. 1842
The most closely related one is A, — _!.l-------
, , L A 1 929001871 2014
the hypothetical witness of the initial text. 1739 2 9092219132104 78 20 35 8
Yet, it is not impossible to consider 17397 03 3 89.3011878 2103 116 48 55 6
(variant d). potential ancestors of 04

Release 1.0



The Coherence-Based Genealogical Method (CBGM) — Introductory Presentation by Gerd Mink

Genealogical coherence

Jas 1,12/31 TOV GTEYOVOV OV EMNYYELANTO ...

om. P74.01. 02. 03. O4'gSima o o
KVPLog 04. 61. 180T. 398.

o o o ]J]o ®

0 KVP10G 117 witnesses incl
0 Beoc¢ 322.323.945. 11
0 oyevdne Osoc 1751. 2374. 28|

0492,

!

Jas 1:12/31b @ e TN R N i N
Con=5
| [
™~ |
\ \

- b ;
EN] ¥
04 61

There is no potential ancestor of 04

in the attestation of variant c.
W2 NRDPERC1 EQ

The most closely related one is A, —
y ’ —P A 1 62.9001871 2014 32 0 © 2

the hypothetical witness of the initial text. 1739 2 90.9221913 2104  (78) 70) 35 8

Yet, it is not impossible to consider 17397 03 3 89.3011878 2103 116 48 55 6
(variant d). potential ancestors of 04

Release 1.0




The Coherence-Based Genealogical Method (CBGM) — Introductory Presentation by Gerd Mink

Genealogical coherence

322.323.945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

Jas 1,12/31 TOV GTEPAVOV OV ENNYYELAATO ...
a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344.
b xvprog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
C 0 KLplog 117 witnesses including 025 and Byz
d o Beoc
e o owyevong Beoc  1751. 2374. 2805.

Jas 1:12/31h
Con=5

! 1 r l FANRE l | 7
™~ | ) ; PN | | s
-\\- LY I | i 1 b il 1

o

. \ | / ’ | | |

|
4 1 ¥ r » L4 4 1 V&

o4 =N 180 1729 398 531 459 5621

l

1542

Contents | Index
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The Coherence-Based Genealogical Method (CBGM) — Introductory Presentation by Gerd Mink

Genealogical coherence

Jas 1,12/31

TOV GTEPOAVOV OV ENNYYELAOTO ...

0 Oeog

o o OoJo ®

Jas 1:12/31h
Con=5

om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344.
KVPLOg 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
0 KUP10G 117 witnesses including 025 and Byz

h n

4 1
04

bl

!

L4

=N

f

r

180

»

1729

b2

&

L4

398

.,

4

531

[

1

459

l

1542

|
L
621

! 1 r l FANRE l | 7
™~ | ) ; PN | | s
-\\- LY I | i 1 b il 1

o

322.323.94 . 2464. 2492.
o0 owevonc Oeoc 1751. 237
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Release 1.0



The Coherence-Based Genealogical Method (CBGM) — Introductory Presentation by Gerd Mink

Genealogical coherence

Jas 1,12/31 TOV GTEYOVOV OV EMNYYELANTO ...
om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344.
KVPLOg 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
0 KUP10G 117 witnesses including 025 and Byz

o o OoJo ®

0 Beog 322.323.94 . 2464. 2492.
0 OWELONC Geoc 1751. 237

Jas 1:12/31h I
Con=5

/

—
.
:
—

¥ r » L4 4 1 T)‘

=N 180 1729 398 531 459 5621

b2 i

1542

Release 1.0




Genealogical coherence

Jas 1,12/31 TOV GTEPOVOV OV ETNYYELAOTO ...
a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344,
b kuvplrog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
C 0 KVPLOG 117 witnesses including 025 and Byz
d o 0Beog 322.323.945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.
e o ayevong Beog 1751. 2374. 2805.
Lectionaries are not included.
® oo @ @
WM A \W [ \\.\ I
[ AN AN Dl e :
N AN ) N
} AN /N
SR

Please continue to zoom in on the left part ...

This is the textual flow diagram for the attestation of variant c.
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Genealogical coherence

Jas 1,12/31 TOV GTEPOVOV OV ETNYYELAOTO ...
a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344.
b xvprog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
O - Q - ’
\V’

/,/ \,\

P AN

Genealogical coherence
l i i l\ within the attestation 1s perfect
l l l\ and extremely strong.

This is the textual flow diagram for the attestation of variant c.
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The Coherence-Based Genealogical Method (CBGM) — Introductory Presentation by Gerd Mink

Genealogical coherence

Jas 1,12/31 TOV GTEYOVOV OV EMNYYELANTO ...
a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344,
b xvproc 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

Jas 1:12/31c .
A | 7
P -
" [ | s
t t

L | i
4¥» 4V
025 468 —

A

307 5/2

1678 2197 2818 623 2423

321 424

l ™
38 1765 1251 1367 2674 G607 400 1837 1890 1 2186
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potential ancestors of 025 /\

A 1 92.4372371 2565

» 468 0 - 91.096 2435 2673
1739 2 88.8102381 2681
04 3 88.3181701 1926

& 03 4 87.5512342 2675

l potential ancestors of 468 ,/
W2 NRDPERC1 EQ PASSW1<W2W1>W2
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potential ancestors of 025

92.437 2371 2565

,

4¥

025

4V ¥

468 —

/N
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s 03 4 |87.5512342 2675 68 2 8 1 2186
l potential ancestors of 468 ,/ =
W2 NROPERCI EQ PASSW1<W2 ’
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Jas 1.
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12/31c

Please continue to see
the right part of the diagram...
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Jas 1,12/31 TOV GTEPOVOV OV ETNYYELAOTO ...
a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344,
b kuplroc 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
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Genealogical coherence
/ \ within the attestation 1s perfect
and extremely strong.

This is the textual flow diagram for the attestation of variant c.
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Genealogical coherence

Jas 1,12/31

TOV GTEPOAVOV OV ENNYYELAOTO ...

a Oom.

b xuvploc

hS I s
™ 1 i

P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344.
04. 61. 180T. 398. 459. 621. 631. 1729. 1842

4:1243 @
b !

4.7,

0246

365 38 431

64 69 876

4 /
“r

27185

Do

1390 G643 G665 104/2

0246 is very fragmentary and is extant
at 30 variant passages only.
Thus, there is not enough genealogical information.
0246 completely agrees with some witnesses
of variant c. That is the reason why there is no

Compare the agreements in this table ...

genealogical direction towards witnesses of variant c.

1838

Genealogical coherence
within the attestation 1s perfect
and extremely strong.

e attestation of variant c.
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Genealogical coherence

Jas 1,12/31

a om. P74.01. 02. 03. 044. 81. 206T. &

04. 61. 180T. 398. 459. 621. 631

b xuvploc

4.7,

0246

0246 is very fragmentary and is extant
at 30 variant passages only.
Thus, there is not enough genealogical information.
0246 completely agrees with some witnesses
of variant c. That is the reason why there isno ¥
genealogical direction towards witnesses of variant c.
Compare the agreements in this table ...

TOV Gteq)ocvcw

2
P23
18
35
104
181
197
218
312
424
468
614
617
643
676
915
1127
1251
1355
1448
1563

potential ancestors of 0246

NRD PERC1 EQPASS W1<W2W1>W2 UNCL NOREL
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100.000
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100.000
100.000
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100.000
100.000
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100.000
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100.000
100.000
100.000
100.000
100.000
100.000
100.000

T

3 3 0 0 0
30 30 0 0 0
30 30 0 0 0
30 30 0 0 0
30 30 0 0 0
30 30 0 0 0
30 30 0 0 0
30 30 0 0 0
30 30 0 0 0
30 30 0 0 0
30 30 0 0 0
30 30 0 0 0
30 30 0 0 0
30 30 0 0 0
30 30 0 0 0
30 30 0 0 0
3030 n n__ 0
30 "WI<W2"'="WI1>W2":
30 no genealogical direction
30 30 U U U
A A
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Jas 1,12/31

TOV GTEPOAVOV OV ENNYYELAOTO ...

a Oom.

b xuvploc

hS I s
e

P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344.
04. 61. 180T. 398. 459. 621. 631. 1729. 1842
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b !
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Av»

0246

mﬁli\\\“

1893 2544
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330 1848 436/2 1127
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r

27185

431 676 93 1845

I\

1850 44

\\

1390 G643 1874

2/3

aoa

V4
2'718S contains 125 variant passages

in the first chapter of James.

It almost completely agrees with some witnesses
of variant ¢, and there is no genealogical direction
towards these witnesses.

Compare the agreements in this table ...

This is the textual flow diagram for the attestation of variant c.
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potential ancestors of 2718S

W2 NRDPERC1 EQ PASS W1<W2W1>W2UNCL NOREL

0166
0246
1840
020
18
35
197
617
676
2242
2186
322
323
1390
1243
2492
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98.400123
98.400123
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125
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97.600122
97.600122
97.600122
96.800121
96.800 121
96.774 120
96.000120
95.918 47
95.385 62
95.200119
94.400118
94.400118
93.443 114
92.623113
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125
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125
125
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65
125
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0>TEHGOVOV OV EMNYYELAOTO ...

Genealogical coherence

0
0206T. 996. 1661. 2344.

321.631.1729.1842

r

27185

0z0 181 1845

AN N

G665 104/2 1874 1875 1850 442/3

2'718S contains 125 variant passages
in the first chapter of James.

It almost completely agrees with some witnesses
of variant ¢, and there is no genealogical direction
; towards these witnesses.

Compare the agreements in this table ...
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Genealogical coherence

Jas 1,12/31 TOV GTEPOVOV OV ETNYYELAOTO ...

a Oom.

b xvprog

P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344.
04 61 180T 398 459 621. 631. 1729. 1842

Jas 1:12
Con=10

//\

/ l ‘// \‘ What may be the source variant of 025/468?

This is the textual flow diagram for the attestation of variant c.

Contents | Index



Genealogical coherence
Jas 1,12/31

TOV GTEPOVOV OV ENMNYYELAOTO ...

P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

Con=10

322.323.945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

= | L
* LN [ N
kA ] s

Again the potential ancestors of 025 and 468 ...

Contents | Index

"y

r
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025

LW

458

a om.
b xvuplog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
C 0 KLPLOG 117 witnesses including 025 and Byz
d o Beoc
e o owevone Osoc 1751. 2374. 2805.

Jas 1:12/31c

Lectionaries are not included.

potential ancestors of 025
W2 NRDPERC1 EQ PASSW1<W2W1>W2UNCL NOREL

A 1 92.437 2371 2565 181 0 6 7
468 0 - 91.096 2435 2673 92 92 48 6
1739 2 8B.810238B1 2681 126 893 63 18
04 3 88B.3181701 1926 88 78 45 14
03 4 87.5512342 2675 175 68 82 8

potential ancestors of 468
W2 NRDPERC1 EQ PASSW1<W2W1>W2 UNCLNOREL

A 1 92.548 2655 2912 201 0 9 7
025 0 - 91.096 2435 2673 92 92 48 6
1739 2 B87.652 2662 3037 150 120 86 19
03 3 87.6332636 3008 150 77 92 13
04 4 87.2201829 2097 96 95 63 14
P74 0>83.333 280 336 24 23 7 2




Genealogical coherence

Jas 1,12/31 TOV GTEPOVOV OV ETNYYELAOTO ...
a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344.
b xvplog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
C 0 KLPLOG 117 witnesses including 025 and Byz
d o Beoc 322.323.945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.
e o owevone Osoc 1751. 2374. 2805.
B Jaf‘c;%l:?i’glﬂ Lectionaries are not included.
potential ancestors of 025
W2 NRDPERC1 EQ PASSW1<W2W1>W2 UNCL NOREL
A 1 (92.4372371 2565 181 0 6 7
.* T * ‘ T }'\ 468 0 -91.096 2435 2673 92 92 48 5]
075 458 \ 1739 2 [88.8102381 2681 126 83 63 18
04 3 |88.3181701 1926 88 78 45 14
In both tables, \ 03 4 [87.551p342 2675 175 68 82 8
the reconstructed initial text, A, clearly is \ potential ancestors of 468
. 2 NRQ PERC1 EQ PASS W1<W2 W1>W2 UNCL NOREL
the .most clqsely related potential ances:tor. T o I
There is a considerable, nearly constant distance 025 0 491.096 p435 2673 92 92 48 6
to 03 04 and 1739 1739 2 | 87.652 2662 3037 150 120 86 15
) ’ ) ) 03 3 |87.63302636 3008 190 77 92 13
Differences rest upon the greater proportion 04 4 | 87.220 11829 2097 96 o5 63 14
Cont of Byzantine variants in 468. P74 0>83.333| 280 336 24 23 7 2
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Jas 1,12/31

TOV GTEPOVOV OV ENMNYYELAOTO ...

o ayevone Oeoc 1751. 2374. 2805.

a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344.
b xvuplog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

C 0 KLPLOG 117 witnesses including 025 and Byz

d

e

0 Beog 322.323.945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

Jas 1:12/31c A
. [ P
* LN [ N
o, 1 v

~

Despite the greater distance, variants in 025/468
that do not agree with the initial text
are most frequently found in 1739.
1739 can be anticipated to be
one of the ancestors in an optimal substemma.
Contents TIndex
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Lectionaries are not included.
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2381 2681
1701 1926
2342 2675

PERC1
92.548
91.096
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88
175

0
92
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Genealogical coherence

Jas 1,12/31

TOV GTEPOVOV OV ENMNYYELAOTO ...

0 Beoc¢ 322.323.945. 1175. 1241. 1243.

1609.17:

Priority of 1739 in comparison

a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344.
b xvuplog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

C 0 KLPLOG 117 witnesses including 025 and Byz

d

e

o ayevone Oeoc 1751. 2374. 2805.

Jas 1:12/31c
Con=10
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b:04/4
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can be derived from these values
("WI1<W2" higher than "WI1>W2").

with 025 and 468

~

potential ancestors of 025

W2 NRD =Q PASS W1<W2 W1>W2 UNCL NOREL

~

Despite the greater distance, variants in 025/468
that do not agree with the initial text
are most frequently found in 1739.
1739 can be anticipated to be
one of the ancestors in an optimal substemma.
Contents TIndex
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Genealogical coherence

Jas 1,12/31 TOV GTEPOVOV OV ETNYYELAOTO ...
a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344,
b kvplrog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
C 0 KLPLOG 117 witnesses including 025 and Byz
d o 0Beog 322.323.945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.
e o owevone Osoc 1751. 2374. 2805.

potential ancestors of 025

W2 NRDPERC1 EQ PASSW1<W2W1>W2 UNCL NOREL
A 1 [92.437Dp371 2565 181 0 6 7

Jas 1:12/31c A
Con=10 @ b.U4__-4
< Ran
f.-’

~ | AN |
4T » Y } 468 0 -91.096 2435 2673 92 92 48 6
025 458 1739 2 [88.8102381 2681 126 93 63 18
04 3 |88.3181701 1926 88 78 45 14
03 4 |87.5512342 2675 175 68 82 8

potential ancestors of 468

W2 NRDPERC1 EQ PASSW1<W2W1>W2 UNCL NOREL
A 1 |92.54BP655 2912 201 0 9 7
025 0 -91.096 2435 2673 92 92 48 6

In some cases 025/468 agrees with 04

and no other potential ancestor. 739 2 |87.652p662 3037 150 120 86 19

04 may be one of the ancestors in an optimal substemma. B B SR RIS S ML S S
04 4 | 87.2201829 2057 96 95 63 14

P74 03>83.333| 280 336 24 23 7 2
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Jas 1,12/31 TOV GTEPOVOV OV ETNYYELAOTO ...
a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344,
b xvplog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
C 0 KLPLOG 117 witnesses including 025 and Byz
d o Beoc 322.323.945. 1175. 1241. 1243. 1609 e, priority of 04 in comparison
e o oyevdnc Beoc 1751. 2374. 2805. with 025 and especially 468 is weak
o ey — ("W1<W2" slightly higher than "W1>W2"). |
Con=10

potential ancestors of 025
W2 NRDPERC1 EQ PASSW1<W2W1>W2 UNCL NOREL

A 1 |92.437p371 2565 181 o| s 7
468 0 - 91.096 435 2673 92 92 | 48 6
1739 2 |88.8102381 2681 126 93| 63 18
04 3 |88.3181701 1926 88 78| 45 14
03 4 |87.551P342 2675 175 68 | 82 8

potential ancestors of 468
W2 NROPERC1 EQ PASSW1<W2W1>W2 UNCL NOREL

A 1 |92.548P695 2912 201 0| ¢S 7
025 0 - 91.096 435 2673 92 92 | 48 6

In some cases 025/468 agrees with 04

and no other potential ancestor. 739 2 |87.652P662 3037 150 120 | 86 19

04 may be one of the ancestors in an optimal substemma. S N ) ENSEIE SRS R IS N P B
04 4 | 87.2201829 2057 96 95| 63 14

P74 03>83.333| 280 336 24 23 7 2
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Genealogical coherence

Jas 1,12/31 TOV GTEPOVOV OV ETNYYELAOTO ...
a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344,
b kvplrog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
C 0 KLPLOG 117 witnesses including 025 and Byz
d o 0Beog 322.323.945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.
e o owyegndnc Acac 1751 2374 2808

The question of the source of variant ¢ cannot definitely
be answered on the basis of genealogical coherencies.
The superior general agreement of 025/468 with the initial text
argues in favour of variant a as source.
Nevertheless, variant d and b are possible.

The solution depends on what we consider the most plausible scenario:
(1) In the view of the copyist there was a strong demand for a subject.
Thus, there 1s no need of a Vorlage already containing this subject
(source: variant a).

(i1) A scribe may easily copy k¢ instead of 6¢ (source: variant d).
(i11) A copyist only omitted the article (source: variant b).

not included.
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Genealogical coherence

Jas 1,12/31 TOV GTEYOVOV OV EMNYYELANTO ...
a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344.
b xvprog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
C 0 KLPLlog 117 witnesses including 025 and Byz
d o Beog 322.323.945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.
e o oyevong Beog 1751. 2374. 2805.

Lectionaries are not included.
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Genealogical coherence

Jas 1,12/31 TOV GTEPOVOV OV ETNYYELAOTO ...
a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344,
b xvuplog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
C 0 KLPLOG 117 witnesses including 025 and Byz
d o Beoc 322.323.945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.
e o oyevong Beog 1751. 2374. 2805.
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Lo L b e ! ! [ e
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"

LS x W ! L,
L/ W 4 < « Y YA
1175 2492 1739 1735 1609 2464
This is the textual flow diagram / / \‘\\‘
for the attestation of variant d. 1243 /2 1041 1852/4 . - o4t
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Genealogical coherence

Jas 1,12/31 TOV GTEPOVOV OV ETNYYELAOTO ...
a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344,
b xvuplog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
C 0 KLPLOG 117 witnesses including 025 and Byz
d o Beoc 322.323.945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.
e o oyevong Beog 1751. 2374. 2805.

Con=5 .
[ _’,' . I | i
IR T = | | [ g
There are only 2 coherent fields e — : :

within this attestation.
Multiple origin must be assumed.
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Jas 1,12/31 TOV GTEPOVOV OV ETNYYELAOTO ...
a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344,
b xvuplog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
C 0 KLPLOG 117 witnesses including 025 and Byz
d o Beoc 322.323.945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.
e o oyevong Beog 1751. 2374. 2805.

Jas 1:12/31d
Con=Ek

The potential ancestors of 1739 AN | i
are A and 03. i 1"\ g \ « \ v

1175 24092 1739 1735 1609 2464

They support variant a. / / \‘\\‘
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a om. P74.01. 02(03.044. 81. 206T. 996. 1661. 2344.
b xvplog
C 0 KVplLog
d o Beoc 322.323.945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.
e

o oyevong Beog 1751. 2374. 2803\
\

Con=5 .
e A\ i | 7
Iow L T o ! I e
i' ey '] '|‘_ - : [l /

|
The potential ancestors of 1739 N S \l:l | o
are A and 03 woor) < « \ Y&
.. N7 2402 1739 1735 1509 2464
They support variant a. / \\
1241 1852/4 2298 323 245
W2 NRDPERC1 EQ PASS W1<W2W1>W2 UNCL NOREL
A 1 93.8032740 2921 171 0 7 3
89.128 2689 3017 161 76 85 B

potential ancestors of 1739
Contents | Index (A is witness of the initial text by default.)



Genealogical coherence

Jas 1,12/31 TOV GTEYOVOV OV EMNYYELAQTO ... B I S

252 1 95.269

424 2 94.706

a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344. —
b Kvprog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842 35 4 94.353
C 0 KVPLOG 117 witnesses including 025 and Byz 31'2 : :g:ézs
d o Beoc 322.323.945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. ié; ; zg-gi;
e o oyevong Beog 1751. 2374. 2805. 020 9 93.740

607 10 93.564

Con=5 L
T L - / 112 92,982
TR B ~ | |
I i J k' - L
1 el T \I

! 2186 13 92.136
The potential ancestors of 1739 AN . A '. 93 14 91.858
are A and 03 L/ S W 4 | <« \j 642 15 91.809
Th .. 1175 2492 1739 1735 1609 A & 16 91.347
rt variant a. -
ey support variant a / / \\ 107 17 01.333
1845 18 91.314
1243,/2 1241 1852/4 2298 323 665 19 91.304

» A 20 91.133

All most closely related potential ancestors of 1609
453 21 91.124

read variant c. A witness of another variant o —
1s not found above rank number 20. 1448 23 90.948
Contents | Index potential ancestors of 1609 2818 24 90.631

Vo4a7 258 an 411



Genealogical coherence

Jas 1,12/31 TOV GTEPOVOV OV ETNYYELAOTO ...

om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

KVPLOG 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

0 KVPLOG 117 witnesses including 025 and Byz

0 Beog 322.323.945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492,
o oyevong Beog 1751. 2374. 2805.

o Jae 60 o ©

Jas 1:12/31d
Con=Ek

The potential ancestors of 1739 1y ) 3 ] T
are A and 03. « v Vs
175 "349'3 1739 1735 1509 2464

They support variant a. /

In the remaining cases,
1243/2 14 deriving variant d from variant a

All most closely related potential ancestors of 1609 or variant ¢ is possible because the
read variant ¢. A witness of another variant most closely or very closely related
is not found above tank number 20. potential ancestors are in the attestations

Contents | Index of both variants, a and c.




Genealogical coherence

Jas 1,12/31 TOV GTEPOVOV OV ETNYYELAOTO ...
a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344.
b kvplrog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
C 0 KLPLOG 117 witnesses including 025 and Byz
d o Beoc 322.323.945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492,
e o oyevong Beog 1751. 2374. 2805.
Jascl:ll?_a;Bld
The potential ancestors of 1739 B ’I T
are A and 03. N ;39 ‘1:35 \1;{19 2424’
They support variant a. = \
/ In the remaining cases,
| 12432 11 deriving variant d from variant a
All most closely related potential ancestors of 1609 or variant ¢ is possible because the
read variant ¢. A witness of another variant most closely or very closely related
is not found above rank number 20. potential ancestors are in the attestations

Contents | Index

of both variants, a and c.
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Genealogical coherence

Jas 1,12/31 TOV GTEPAVOV OV ENNYYELAATO ...
a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344.
b xvprog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
C 0 KLplog 117 witnesses including 025 and Byz
d o Beog 322.323.945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492,
e o ayevong Beog 1751. 2374. 2805.

Jas 1:12/31d
Con=5 .
i - - I | L
1 Y - Il L - | L 1 -
I i J k1 - L L 1
T ¥ 63 T T T

s

1852/4 2298 323 945
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Genealogical coherence

Jas 1,12/31 TOV GTEPOVOV OV ETNYYELAOTO ...
a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344,
b xvuplog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
C 0 KLPLOG 117 witnesses including 025 and Byz
d o 0Beog 322.323.945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.
e o oyevong Beog 1751. 2374. 2805.

Lectionaries are not included.

Jas 1:12/31e
Con=10
[

This is the textual flow diagram for the attestation of variant e.
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Genealogical coherence

Jas 1,12/31 TOV GTEPOVOV OV ETNYYELAOTO ...
a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344,
b xvuplog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
C 0 KLPLOG 117 witnesses including 025 and Byz
d o 0Beog 322.323.945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.
e o oyevong Beog 1751. 2374. 2805.

Lectionaries are not included.

Jas 1:12/31e
Con=10
I
There is only weak genealogical coherence

between 1751 and 2374 or 2805. 1', ’
23’74 is among the potential ancestors of 1751, 1751 2374
yet its rank number is 38 (87.4 % agreement).
Multiple origins for this variant resting upon Tit 1,2
can easily be imagined.

This is the textual flow diagram for the attestation of variant e.
Contents | Index




Genealogical coherence

Jas 1,12/31 TOV GTEPOVOV OV ETNYYELAOTO ...
a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344.
b kvplrog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
C 0 KLPLOG 117 witnesses including 025 and Byz
d o 0eog 322.323.945. 1175. 124 The most closely related potential ancestors
e 0 ayevong Beog 1751. 2374. 2805. of 1751 and 2374 as well read variant c.

LCCTUOIIAIITS dIC ITOU IIICIUU .

Jas 1:12/31e
Con=10
There is only weak genealogical coherence

between 1751 and 2374 or 2805. 1', ’
23’74 is among the potential ancestors of 1751, 1751 2374
yet its rank number is 38 (87.4 % agreement).
Multiple origins for this variant resting upon Tit 1,2
can easily be imagined.

This is the textual flow diagram for the attestation of variant e.
Contents | Index




The Coherence-Based Genealogical Method (CBGM) — Introductory Presentation by Gerd Mink

Genealogical coherence

Jas 1,12/31 TOV GTEYOVOV OV EMNYYELANTO ...
a om. P74.01. 02. 03. 044. 81. 206T. 996. 1661. 2344.
b xvprog 04. 61. 180T. 398. 459. 621. 631. 1729. 1842
C 0 KLPLlog 117 witnesses including 025 and Byz
d o Beog 322.323.945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.
e o oyevong Beog 1751. 2374. 2805.

Lectionaries are not included.

ontents | Index
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Finally, a more complex case
which requires examining more
than one variant passage ...
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Jas 1,19/10-12  eotm 0 mog ovOp®TOS Ta( LS €1 TO OKOVGOL

? —la eow oe 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.
:: b eotw 139 witnesses including Byz
C €oTal 1838.
? —|d «xoteocto 02(*Vf). 33. 81.

Is variant b to be derived from variant ¢ or variant d?

Or 1s variant b itself the source of all the other variants?

The problem cannot be solved without regarding the context
immediately preceding the passage in question.
It is a place of variation too ...
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The context

Jas 1,19/10-12  eotm 0 mog ovOp®TOS Ta( LS €1 TO OKOVGOL

? —la eow oe 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.
:: b eotw 139 witnesses including Byz
C €oTal 1838.
? —|d «xoteocto 02(*Vf). 33. 81.

The preceding text is one of the following variants at Jas 1,19/2-8:

a 1067T€ 00EAOOL L0V OYOTTNTOL 01(*f). 03. 04. 81. 88.915. 918. 945. 1067. 1175. 1243.
1739. 1837C. 2344. 2492%*, 2541.

b 1ote 0e aderdol pov ayanntor P74V. 02. 629*V. 2464.

C 1GTE OYOMNTOL OV O.OEADOL 33V.

d wote aderdol pov ayanntor 124 witnesses including Byz

(There are 6 more variants e, f, g, h, i, j which must be derived from variant d
or are lectionary variants. They are not relevant in this context.)
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The context

Jas 1,19/10-12  eotm 0 mog ovOp®TOS Ta( LS €1 TO OKOVGOL

? —la ectde 01. 03. 04. 025%*. 945. 1739. 1852. 2344. 2464. 2541.
:: b eotw 139 witnesses including Byz
C €0T0L 1838.
? —|d «xoteocto 02(*Vf). 33. 81.

The preceding text 1s one of the following variants at Jas 1,19/2-8:

a 1067T€ 00EAOOL L0V OYOTTNTOL 01(*f). 03. 04. 81. 88.915. 918. 945. 1067. 1175. 1243.
1739. 1837C. 2344. 2492*, 2541.

b 1ote 0e aderdol pov ayanntor P74V. 02. 629*V. 2464.

C 1GTE OYOMNTOL OV O.OEADOL 33V.

d wote aderdol pov ayanntor 124 witnesses including Byz

The witnesses present different combinations of variants
at these two passages. The most important ones are ...
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The context

Jas 1,19/10-12  eotw 0 mag avOp®TOS Ta( LS €1 TO OKOVGOL

? —la eowde  [01.03 04.125+(9453(739)1852.@344)E464 )54 1)
:: b eotw 139 witnesses including Byz
C €010l 1838.
d

KOl E0T® 02(*Vf). 33. 81.

The preceding text 1s one of the following variants at Jas 1,19/2-8:

a 1067T€ 00EAOOL LLOV OYOTTNTOL 01(*f). 03. 04.|81. 88. 915. 918. .067 1175. 1243.

{739)1837C .2492* @54D)

b 1ote de aderdol pov ayanntor P74V. 02. 629*\7

C 1GTE OYOMNTOL OV O.OEAGOL 33V.

d wote aderdol pov ayanntor 124 witnesses including Byz

The witnesses present different combinations of variants
at these two passages. The most important ones are ...
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The context

Jas 1,19/10-12  eotw 0 mag avOp®TOS Ta( LS €1 TO OKOVGOL

? —la eotw oe 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.
:: b eotw 139 witnesses including Byz
C €oTal 1838.
? —|d «xoteocto 02(*V{)

The preceding text 1s one of the following variants at Jas 1,19/2-8:

a 1ote adehdot pov ayamntor  O1(+f). 03. 04. §1,)88. 915. 918. 945. 1067. 1175. 1243,
1739. 1837C. 2344. 2492%, 2541,
b 1o71e 0e adEADOL LOV Oy TOL P74V. 629*V. 2464.

C 1OTE OYOTNTOL OV OOEADOL @
d wote aderdol pov ayanntor 124 witnesses including Byz

The witnesses present different combinations of variants
at these two passages. The most important ones are ...
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The context

Jas 1,19/10-12  eotw 0 mag avOp®TOS Ta( LS €1 TO OKOVGOL

? —la eow e 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.
:: b eotw 139 witnesses including@
C €010l 1838.
? —|d «xoteocto 02(*Vf). 33. 81.

The preceding text 1s one of the following variants at Jas 1,19/2-8:

a 1067T€ 00EAOOL LLOV OYOTTNTOL 01(*f). 03. 04. 81. 88.915. 918. 945. 1067. 1175. 1243.
1739. 1837C. 2344. 2492*, 2541.
b 1ote 0e aderdol pov ayoamntor P74V. 02. 629*V. 2464.

C 1GTE OYOMNTOL OV O.OEAGOL 33V.
d wote adeldol pov ayommrtor 124 witnesses includin

The witnesses present different combinations of variants
at these two passages. The most important ones are ...
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The context

Jas 1,19/10-12  eotw 0 mag avOp®TOS Ta( LS €1 TO OKOVGOL

? —l|a eow de 01.03. 04.125+ Q4537391852 @34)E46054 1>
b ecto 139 witnesses includin
C €oTal 1838.
? —|d kol eot® @

The preceding text 1s one of the following variants at Jas 1,19/2-8:

a 1ote adehool pov ayammror  [OLCHD). 03. 04.J81,)88. 915. 918.045.0067. 1175. 1243,

739)1837C(2344)2492+2541)
b 1o71e 0e adEADOL LOV Oy TOL P74V. 629*\7.

C 1OTE OYOTNTOL OV OOEADOL
d wote adeldol pov ayommrtor 124 witnesses includin

The witnesses present different combinations of variants
at these two passages. The most important ones are ...
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The context

Jas 1,19/10-12  eotm de mag avOp®TOG TOX VS E1C TO AKOVGOL

2 a €0t O 01. 03. 04. 025%*. 945. 1739. 1852. 2344. 2464. 2541.
_: b eotw 139 witnesses includin
C €otol 1838.
? —1|d «xoteocto 02(*Vf). 33. 81.

The preceding text is one of the following variants at Jas 1,19/2-8:

a 1067T€ 00EAOOL LLOV OYOTTNTOL 01(*f). 03. 04. 81. 88.915. 918. 945. 1067. 1175. 1243.
1739. 1837C. 2344. 2492%*, 2541.
b 1o1e 0e adeidol pov ayanntor P74V. 02. 629*V. 2464.

C 1GTE OYOMNTOL OV O.OEAGOL 33V.

d ote cogrdol pov ayomntot 124 witnesses includin
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The Coherence-Based Genealogical Method (CBGM) — Introductory Presentation by Gerd Mink

The context

Jas 1,19/10-12  eotm de mag avOp®TOG TOX VS E1C TO AKOVGOL

? ecwde (0L 03.04.25+(0453{739)1852.@344)0464)054 1)

a
_: b eotw 139 witnesses including Byz
C €otol 1838.
d

KOl E0T® 02(*Vf). 33. 81.

The preceding text 1s one of the following variants at Jas 1,19/2-8:

a {tote adehoot pov ayarntot  [D1C*D). 03. 04.81. 8. 915. 918.9451067. 1175. 1243.

739)1837C .2492*

1ote Og adeAdol uov ayanntor P74V. 02. 629*V

C 107TE

Contents |
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Pre-genealogical coherence

Jas 1,19/10-12  eotm 0 mog ovOp®TOS Ta( LS €1 TO OKOVGOL

? —la ectde 01. 03. 04. 025%*. 945. 1739. 1852. 2344. 2464. 2541.
:: b eotw 139 witnesses including Byz
C €0T0L 1838.
? —|d «xoteocto 02(*Vf). 33. 81.

Is variant b to be derived from variant ¢ or variant d?

First let us focus on the small attestation of variant d.

Contents | Index



Pre-genealogical coherence
Jas 1,19/10-12  ectm 0 moc ovOp®TOG TOY LG €L

04 0

£0TO 139 witnesses includhk

£07TOL 1838.

KOl EGTO Vf). 33. 81.

| |
vy
o o o @

€0TM O€ 01. 03. 04. 025%*. 945. 1739 44.2464. 23

There is a strong pre-genealogical coherence
within the attestation of variant d.

That the next relatives of 02
range at 90-89% agreement, 1s due
to the amount of pecularities in 02

shared by no other witness.

agreements with 02

(excluding smaller fragments)

Contents | Index

1735 90.375 g,
33 89.789
P74 g9.521 i d
B B9.372 g
2344 89.354 | .
436 88.911
2541 Bg.704  ©
623 BA.701 i€
1409 88.360 '
5 BB8.7B4
03 ga.237
1739 ge.151 11
218 B7.754 it
1067 87.354
642 B7.263
2464 B7.145
808 87.139
323 87.030
o3 87.023
2374 86.973
2208 BA.915
1359 B6.858
045 86.857
04 86.828
048 B6.704
2805 86.678
1563 86.403
665 B6.401
307 86.226
468 86.218
1845 B86.210
1718 86.172




N

-5 0 B8 0 0 =0 o

_ 1733 g0.375

. 33 B0.780

Pre-genealogical coherenc P74 89571

B1 BO.372

Jas 1,19/10-12  eotm 8¢ mog avOpOTQCATY VG £1C TO OKOVGOL| | 2344 89.354

435 BB.911

? —]a eotode 01. 03. 04 -945. 1739. 1852. 2344, 2464, 2§4-32rmicits?

:: b ecto 139 witnesses including Byz 1309 B8.360

5 BB.Z284

C E0TOl 1838. 03 B88.231

1739 BB.131

? —|d «xoteocto Vf). 33. 81. 218 67.754

1067 B7Y.354

G4 BY.2G3

2464 BY.145

BO8 B¥.138

323 B7.030

. . 93 BY.023

Yet, the closest relative 1s 1735, 555 e

one of the 139 witnesses 2208 B6.915

. . 1359 B6.838

reading variant b. oo g

Is 02 (or 33 or 81) 04 85,828

. 9 048 BE.7 04

potential ancestor of 17357 Sh e

Or could d even be derived from b? 1563 B6.403

What is the (genealogical) role , gg? S:g;
s : agreements with 02 :

of 1735 within the attestation of H? . 468 86.218

(excluding smaller fragments) YA HE51D

Contents | Index - 1718 BE.172




Pre-genealogical coherence

Jas 1,19/10-12  eotm 0 mog ovOp®TOS Ta( LS €1 TO OKOVGOL

? —la ectde 01. 03. 04. 025%*. 945. 1739. 1852. 2344. 2464. 2541.
:: b eotw 139 witnesses including Byz
C €0T0L 1838.
? —|d «xoteocto 02(*Vf). 33. 81.

These questions cannot be answered
without using genealogical data.
First, the most closely related
potential ancestors of 1735 are shown.

Yet, the closest relative 1s 17395,
one of the 139 witnesses
reading variant b.

Is 02 (or 33 or 81)
potential ancestor of 17357
Or could d even be derived from b?
What is the (genealogical) role
of 1735 within the attestation of b?

Contents | Index



Genealogical coherence

Jas 1,19/10-12  eotm 0 mog ovOp®TOS Ta( LS €1 TO OKOVGOL

? —|a eomw e 01. 03. 04. 025%*. 945. 1739. 1852. 2344. 2464. 2541.
b ect 139 witnesses including Byz
C €oTOl 1838.
2 L—|d xaecto Vf). 33.81.

potential ancestors of 1735

W2 NRDPERC1 EQ PASSW1<W2W1>W2 UNCLNOREL
A 1 91.202 2664 2921 2359 0 6 12

— —)p 02 2 90.3752723 3013 136 108 35 11
Yet, th@ ClOS@St relatlve 1S 1735, 218 3 89.562 2720 3037 128 116 44 29
one of the 139 witnesses 5 4 89.527 2727 3046 137 125 37 20
reading variant b. \—> 81 5 89.4772704 3022 145 110 44 19
623 6 89.4442720 3041 139 126 38 18
Is 02 (or 33 or 81) 642 7 89.3752717 3040 141 117 45 20
potential ancestor of 17357 93 8 88.7392703 3046 148 111 48 36
Or could d even be derived from b? SRR A U ) ) IS NN IS IS M
: : 020 10 88.567 2688 3035 146 120 52 29
What is .the.: (genealong.tl) role 665 11 88.455 2421 2737 122 120 42 32
of 1735 within the attestation of 5? 424 12  88.326 2686 3041 154 121 56 24
468 13 88.278 2681 3037 162 116 57 21

Contents | Index
N7 14 KRR 247 26RR IN4a 16A 119 L7 26



Genealogical coherence

Jas 1,19/10-12  eotw 0 mag avOp®TOS Ta( LS €1 TO OKOVGOL

? —la ecto e 01. 03. 04. 025%. 945. 1739. 1852. 2344. 2464. 2541.
b ecto 139 witnesses including Byz
C €010l 1838.
? —|d xarecto  (02)+Vi).33.61.

potential ancestors of 1735
W2 NRDPERC1 EQ PASSW1<W2W1>W2UNCL NOREL

A 1 91.2022664 2921 239 0

e —p 02 2 90.3752723 3013 136 108

Yet, the ClOSGSt relatlve 1S 1735, 218 3 B89.562 2720 3037 128 116

one of the 139 witnesses 5 4 89.527 2727 3046 137 125

reading variant b. \—> 81 5 89.4772704 3022 145 110

623 89.444 2720 3041 139 4 126

Is 02 (or 33 or 81) 642 b 893752717 3040 141 | 117

_— o 88,739 2703 3046 148 111

02 and 81 are potential ancestors of 1735. 3 88[7252699 3042 146 | 131

Their rank number and agreement is appropriate. ? 1 Bﬂ-iiz ig? ;ggg Ei Eg
Priority values are sufficient (B G

| ("W1<Wg" higher than "W 1>W2") } 12 88.3262686 3041 154 | 121

: 13 BR. 278 2681 3037 162 116

(oo TR N7 14 KRR 247 76RR N4A 15A 119

6
35
44
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44
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48
43
52
42
56

57
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11
29
20
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The Coherence-Based Genealogical Method (CBGM) —

Genealogical coherence

Jas 1,19/10-12  eotm de mag avOp®TOG TOX VS E1C TO AKOVGOL

? a €610 O 01. 03. 04. 025%
_: b eotm 139 witnesses 1
C €0TOl 1838.
? —|d xoteoto

Introductory Presentation by Gerd Mink

Yet, the closest relative 1s 1735,
one of the 139 witnesses

reading variant b.
Is 02 (or 33 or 81)

1 91.202 2664 2921

— nz 2 90.3752723 3013
218 3 89.562 2720 3037

5 4 89.527 2727 3046

L> 81 5 89.477 2704 3022
623 89.444 2720 3041

89375 2717 3040
88,739 2703 3046
88,725 2699 3042
88567 2688 3035
455 2421 2737
88.326 2686 3041

642

AN7 14 RR 247 26RAR N4A

Release 1.0

potential ancestors of 1735

136 103
128 116
137 125
145 110
139 4 126
141 | 117
148 | 111
146 | 131
146 | 120
122 | 120
154 | 121

116
15A 119
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Genealogical coherence

Jas 1,19/10-12  eotm de mag avOp®TOG TOX VS E1C TO AKOVGOL

? a £0T0 o¢ 01.03. 04. 025%
: b eotm 139 witnesses 1
C €oTol 1838.
? —1|d «xoteocto @0 Vi). 33.@1.
potential ancestors of 1735
| A scribe wants to copy the Vorlage with fidelity. 239 0 6 12
o _ . _ 136 108 35 11
Yet, the closest rf If a scribe introduces diverging variants, 128 116 44 29
one of the 13| they come from another source (are not 'invented'). |137 125 37 20
readine v _ 145 110 44 19
8 The scribe uses few rather than many sources. 139 126 38 18
Is 02 (or 141 117 45 20
potential ance The sources feature closely related texts 148 111 48 36
Or could d even bd rather than less related ones. 146 131 43 23
: . UZUTU B8 567 2688 3035 146 120 52 29
What 1s .thef (genealogwgl) role 665 11 88.4552421 2737 122 120 42 32
of 1735 within the attestation of b? 424 12 88.326 2686 3041 154 121 56 24
468 13 88.2782681 3037 162 116 57 21
Contents | Index

N7 14 RR 247 2688 N4dh 165A 119 L7 26
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Genealogical coherence

Jas 1,19/10-12  eotw 0 mag avOp®TOS Ta( LS €1 TO OKOVGOL

2 —|a
—>
b

C

2 —|d

£0TO OE
EOTM

E0TAL

KOl £6T® Vf). 33. 81)

01. 03. 04. 025%* Nevertheless, there 1s no textual flow
from 02 or 81 to 1735 at this variant passage.

139 witnesses i Please remember the assumptions

1838. considered more probable than their contrary ..

Contents | Index

potential ancestors of 1735

A 1 91.2022664 2921 239 0 6
— : . : 136 108 35

If a scribe introduces diverging variants, 128 116 44
they come from another source (are not 'invented'). |137 125 37
- 8l o B89.477 2707 3022 145 110 44

623 6 89.4442720 3041 139 126 38

642 7 89.3752717 3040 141 117 45

93 8 88.7392703 3046 148 111 48

808 9 88.7252699 3042 146 131 43

020 10 88.567 2688 3035 146 120 52
665 11 88.455 2421 2737 122 120 42
424 12 88.326 2686 3041 154 121 56

468 13 88.278 2681 3037 162 116 57
N7 14 KRR 247 26RAR N4A 156 119 L7

W2 NRDPERC1 EQ PASSWI1<W2W1>W2UNCLNOREL

12
11
29
20
19
18
20
36
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Genealogical coherence

Jas 1,19/10-12  eotw 0 mag avOp®TOS Ta( LS €1 TO OKOVGOL

? —la eotode 01. 03. 04. 025%*. 945. 1739. 1852. 2344. 2464. 2541.
:: b eoto 139 witnesses including Byz
C €010l
? —|d «xoteocto
potential ancestors of 1735
W2 NRDPERC1 EQ PASS W1<W2W1>W2 UNCL NOREL
A 1 91.2022664 2921 239 0 6 12
02 2 90.3752723 3013 136 108 35 11
There are other closely related : 218 3 89.5622720 3037 128 116 44 29
: —_— 5 4 89.5272727 3046 137 125 37 20
potential ancestors than 02 and 81 o N e O B I S
starting with 218. ——fp 673 6 89.4442720 3041 139 126 38 18
They read variant b. In this case, . 642 7 89.3752717 3040 141 117 45 20
218 will be the source of textual flow —: 93 8 88.7392/703 3046 148 111 48 36
to 1735. 808 9 88.7252699 3042 146 131 43 23
Whats the (genealogical) Tole 1 5 seribe introduces diverging variants, 32
o | . . .
of 1735 within the attestation of b they come from another source (are not 'invented'). | 24
L= 2 [ T s S T o s [ J A L w e ™o e - 21

Contents | Index
N7 14 KR 247 76RR N4A 15A 119 §7 26



The Coherence-Based Genealogical Method (CBGM) — Introductory Presentation by Gerd Mink

Genealogical coherence

Jas 1,19/10-12  eotm o€ mag avOpOTOG TOX VS €1 TO AKOVGOL

? a €o0Tm o€ 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.
_: b eoct® 139 witnesses including Byz
C €010l
? —|d xoeoto

potential ancestors of 1735

91.202 2664 2921

D2 2 90.375 2723 3013 135 IDB 35 11
218 3 89.562 2720 3037 128 116 44 29
5 4 89.527 2727 3046 137 125 37 20
: e ST T ens ° 19
18
20
36
23
29
32
SO T ZUOU U : 24
468 13 88.278 2681 3037 162 116 57 21
N7 14 RAR 247 26RAR N4k 165A 119 &7 26
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of 1735 within the attestation of 5?
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Genealogical coherence

Jas 1,19/10-12  eotm 0 mog ovOp®TOS Ta( LS €1 TO OKOVGOL

? —la ecwnde 01. 03. 04. 025%*. 945. 1739. 1852. 2344. 2464. 2541.
:: b eoctm 139 witnesses including Byz
C E€0T0l 1838.
? Y—|d xoteoto 02(*Vf). 33. 81.
d . T T— = r\ e

This is the result, the textual flow diagram for the witnesses of variant b.
Coherence is perfect.
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Jas 1,19/10-12

Genealogical coherence

£0TM O0€ TOG 0VOPOTOS TAY VG E1C TO OLKOVGOL

? —la eow e 01. 03. 04. 025%*. 945. 1739. 1852. 2344. 2464. 2541.
:: b eotw 139 witnesses including Byz
C €0T0L 1838.
? —|d «xoteocto 02(*Vf). 33. 81.
T e — I
" B |
I o I
[ A I
| T ¥ T Caf (e = [ vy R e G e
i JANN r TS
[ DI ORC “q 23 s
| L& oY : psaA
e i Please continue to zoom in
L on this part of the diagram ...

This is the result, the textual flow diagram for the witnesses of variant b.

Coherence is perfect.
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Kom:10 | Jak 1,19/10-12

... and follow the way to 1735 via 617.
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Kom:10 | Jak 1,19/10-12

... and follow the way to 1735 via 617.
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Kom:10 | Jak 1,19/10-12

. and follow the way to 1735 via 617.

] = — — =

| Please continue to zoom in
~ on this part of the diagram .
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.. and follow the way to 1735.

@@@@@@@@
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Genealogical coherence

Jas 1,19/10-12  eotw 0 mag avOp®TOS Ta( LS €1 TO OKOVGOL

? —la ecwde 01. 03. 04. 025%*. 945. 1739. 1852. 2344. 2464. 2541.
:: b eotw 139 witnesses including Byz
C €0T0L 1838.
? —|d «xoteocto 02(*Vf). 33. 81.
7, =— =———

1735 does not play an important part in transmitting variant b.
There is no witness in this attestation of which 1735 is the most closely related ancestor.
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Genealogical coherence

Jas 1,19/10-12  eotm 0 mog ovOp®TOS Ta( LS €1 TO OKOVGOL

? —la eow e 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.
:: b eotw 139 witnesses including Byz
C €010l 1838.

? —|d «xoteocto 02(*Vf). 33. 81.
T e — |
e |
I o I
[ : '_ ‘ I
[ [ —— — e ——
I e ¥ Gy Cy (Y = e Pt Ty Gt o () £ P Gy T )
. TN I CTTOCTOORS
| "'-/ R “q N R0
| (b od | Lde
il O i = =l - - !

Now let us take a closer look at the source of this textual flow diagram ...
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Konn.: 10

Jak 1,19/10-12

Contents | Index

In the whole attestation
genealogical coherence is very strong.
Almost every witness is connected
to i1ts most closely related potential ancestor

( no rank number following the Gregory-Aland number).

2080 @
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Kom:10 | Jak 1,19/10-12

Genealogical coherence is perfect.

There is only one source of the textual flow diagram.
We often find 468 in this role.
when Byz is part of the attestation.

@@@@@ CORCD

Contents | Index



Kom:10 | Jak 1,19/10-12

Genealogical coherence is perfect.

There is only one source of the textual flow diagram.
We often find 468 in this role.
when Byz is part of the attestation.

A, the 1nitial text,
1s indicated as source for 468.

@@@@ CORCD

Contents | Index
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Kom:10  |Jak 1,19/10-12

E Genealogical coherence is perfect.

There is only one source of the textual flow diagram.
Variante b @ We often find 468 in this role.
when Byz is part of the attestation.

&5 @ o
@@@@@@@@@@?:;

A 1 92,548 2695 2912

D' 025 0 - 91.096 2435 2673 92 92 43 5)
1739 2 87.6522662 3037 150 120 86 19
03 3 87.6332636 3008 150 77 92 13
04 4 87.2201829 2097 96 95 63 14
( P74 0>83.333 280 336 24 23 7 2

potential ancestors of 468 |
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Genealogical coherence

Jas 1,19/10-12  eotm o€ mag avOpOTOG TOX VS €1 TO AKOVGOL

o 6o o e

E0TM OE 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.
E0TO 139 witnesses including Byz
€0TOL 1838.

KOl E0T® 02(*Vf). 33. 81.

A 1 92.548 2695 2912
025 0 - 91.096 2435 2673 92 92
1739 2 87.6522662 3037 150 120
03 3 87.6332636 3008 190 77
04 4 87.2201829 2097 96 95
P74 0>83.333 280 336 24 23

potential ancestors of 468

Release 1.0
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Genealogical coherence

Jas 1,19/10-12  eotm 0 mog ovOp®TOS Ta( LS €1 TO OKOVGOL

EOTM

E0TAL

)
o 6o o e

£0TO OE

KOl E0TO

01. 03. 04. 025*. 945. 1739. 1852. 2344, 2464. 2541.
139 witnesses including Byz

1838.

02(*Vt). 33. 81.

Jas 1:19/10-123
Con=10

1739

l

045

1852 2344 2464/3

2541/2

Within the attestation of variant a

Contents | Index

genealogical coherence is perfect and very strong, too.




Genealogical coherence

Jas 1,19/10-12  eotm 0 mog ovOp®TOS Ta( LS €1 TO OKOVGOL

—|a €0to O¢ 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.
b ecto 139 witnesses including Byz
C €ot0l 1838.

? Y d kol ecto 02(*V{). 33. 81.

The analysis of genealogical coherence suggested
that variant d is not the source of variant b.

Could, on the contrary, variant d be derived
from variant b?
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Genealogical coherence

Jas 1,19/10-12  eotm 0 mog ovOp®TOS Ta( LS €1 TO OKOVGOL

—|a €0Tm o€ 01. 03. 04. 025%*. 945. 1739. 1852. 2344. 2464. 2541.
b ecto 139 witnesses including Byz
C €E0GTAL 1838.
? = d koiectw  02(*Vf). 33.81.

that variant d is not the source of variant b.

Jas 1:19/10-12d o @
The analysis of genealogical coherence suggested Con=10
b £
i s

Could, on the contrary, variant d be derived
from variant b?

| f

/\

0z,/z2 33/3

It is possible to derive
variant d from variant a or variant b.
The textual flow diagram mirrors
the position of 81 in the general textual flow.
Contents | Index Please look at the potential ancestors of 81 ...




Jas 1,19/10-12

Genealogical coherence

£0TM O0€ MO OVOPOTOC TOY VG E1C TO OLKOVGOL

2 L»

a €010 O
b eocto
C E€0TOL

d xol eoctm

01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.
139 witnesses including Byz

1838.

02(*VT1). 33. 81.

potential ancestors of 81

W2 NRDPERC1 EQ PASSW1<W2W1>W2UNCL NOREL

A

25
93
1739
307
424
617
468
2423
020
323
2298
04
03

QAR

1

L0 v o DR N o T ¥ o IR 9 R L R 8

10
10
12
13
14

12

92.302 2674 2897
89.179 2655 3022
89.179 2655 3022
89.179 2695 3022
89.146 2694 3022
89.062 2687 3017
88.746 2682 3022
88.716 2673 3013
88.712 2680 3021
88.495 2669 3016
88.495 2669 3016
88.377 2669 3020
88.294 1848 2053
88.080 2638 2955

28 NEA 2681 N0

210
124
132
152
125
133
138
137
134
135
136
143
101
196

147

0
121
124
100
122
127
128
119
133
133
130
133

88
73

1320

5
60
45
63
51
48
55
60
51
52
66
54
45
75

= =4

Jas 1:19/10-124
Con=10
\, !

There is a close mix of Byzantine : -
and non-Byzantine witnesses. b
: . Al 4
Before making a decision a1
on the source of variant d
the context, i.e. the preceding / \
02/2

variant, should be considered ...

33/3

2 ) ) :
B It is possible to derive
19 variant d from variant a or variant b.

21 The textual flow diagram mirrors
11  the position of 81 in the general textual flow.

13  Please look at the potential ancestors of 81 ...
2




Genealogical coherence

Jas 1,19/10-12  eotw 0 mag avOp®TOS Ta( LS €1 TO OKOVGOL

—|a €0t o€ 01. 03. 04. 025%*. 945. 1739. 1852. 2344. 2464. 2541.
b ecto 139 witnesses including Byz
C €0T0L 1838.
? = d xoteot @

The preceding text is one of the following variants at Jas 1,19/2-8:

a 1ote adehdot pov ayamntor  O1(+f). 03. 04. §1,)88. 915. 918. 945. 1067. 1175. 1243,
1739. 1837C. 2344. 2492%, 2541,
b 1o71e 0e adEADOL LOV Oy TOL P74V. 629*V. 2464.

C 1OTE OYOTNTOL OV OOEADOL @
d wote aderdol pov ayanntor 124 witnesses including Byz

(There are 6 more variants e, f, g, h, i, j which must be derived from variant d
or are lectionary variants. They are not relevant in this context.)
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Genealogical coherence

Jas 1,19/10-12  eotm de mag avOp®TOG TOX VS E1C TO AKOVGOL

a €0TM OE 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.
> b eoto 139 witnesses inclu
C €oTol 1838.
? =4 «oteotw @

The preceding text 1s one of the foll ,

a 1067T€ 00EAOOL LLOV OYOTTNTOL 01(*f). 03. 04. @88. 915.918.945. 1067. 1175. 1243.
1739. 1837C. 2344. 2492%*, 2541.

b 1o1e 0e adeldol pov ayanntor P74V. @ 629*V. 2464.

C 1OTE OYOMNTOL LOV OOEADOL

d wote aderdol pov ayanntor 124 witnesses including Byz

(There are 6 more variants e, f, g, h, i, j which must be derived from variant d
or are lectionary variants. They are not relevant in this context.)

Contents | Index
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Genealogical coherence

Jas 1,19/10-12  eotm de mag avOp®TOG TOX VS E1C TO AKOVGOL

a €0TM OE 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.
> b eoto 139 witnesses inclu
C €oTol 1838.
? =4 «oteotw @

The preceding text 1s one of the foll ,

a 1ote adehdot o ayomnrot  O1(4f). 03. 04. §1,[88.915. 918. 945. 1067. 1175. 1243,
1739. 1837C. 23442492+ [2541. |
b 1061e 0g 0OEADOL OV OyamTNTOL P74V.|629*V. 464.

C 1OTE OYOMNTOL LOV OOEADOL

d wote adeldol pov ayommrtor 124 witnesses including Byz

(There are 6 more variants e, f, g, h, i, j which must
or are lectionary variants. They are not releva

Contents | Index
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Genealogical coherence

Jas 1,19/10-12  eotm de mag avOp®TOG TOX VS E1C TO AKOVGOL

a E€0TM As N1 03, 04. 025%. 945. 1739. 1852. 2344. 2464. 2541.
> b -.1l-92 3n2| witnesses inclul
c €omT 35 2 89.1793
9 L, 93 2 89.179.
. d o 1739 2 89. 1?9@
307 5 89.146,
424 6 89.062
The 617 7 88749 S ONC of the foll ,
468 8 88.716 "
a Lote adehgo 08 & BBTIE )y 03.04. §1J88.915. 918.945. 1067. 1175. 1243.
020 10 88.495. 1739. 1837C. 2344 .12492* |2541. f
. 323 10 88.495. n
b t1ote de ade) — T 1T 1101 P74V. ‘|629 V.%464.
C 1OTE QYONMNT 04 13 88.294
d wote adeld 03 14 88.080., 124 witnesses including Byz
945 15 88.054 .
DT5 16 87.758

Contents | Index
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Genealogical coherence

Jas 1,19/10-12  eotm de mag avOp®TOG TOX VS E1C TO AKOVGOL

a €0tTm o€ 01. 03. 04. 025%*. 945. 1739. 1852. 2344. 2464. 2541.
b eoto 139 witnesses including Byz
C €010l 1838.
—» d kol eoto 63:3

Contents | Index
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Genealogical coherence

Jas 1,19/10-12  ectw o€ mog ov

Op®TOG TOY VG E1G TO AKOVOOL

a €0TM O€ 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.
b ecto 139 witnesses including Byz
C _€0TOl 1838.
—P»d kol ect® 02(*VT). 33. 81.

Due to many pecularities
1838 has no very close relatives.
There 1s a considerable gap between 1838 and 104,
the most closely related potential ancestor.
104 and the following potential ancestors
have been subsumed under Byz

potential ancestors of 1838
W2 NR DPERC1 EQ PASSW1<W2W1>W2 UNCL NOREL

(variant b).

Contents | Index

104 1 91.6702564 2797 174 28 25 6
/ 459 2 194 43 31 10
1842 3 215 73 33 12
020 4 248 47 47 13
35 5 258 50 54 9
252 6 aan em s 40
424 7 87.061 2530 2906 more than 8% 12
468 8 87.048 2527 2903 disagreements 9
18 9 86.983 2526 2904 of 1838 and 104 | 44
2423 10 86.8732528 2910 265 57 50 10
1 11 86.7382518 2903 254 69 49 13
607 12 86.7102512 2897 258 69 48 10
617 13 86.7062524 2911 274 56 45 12
467 14 86.7002464 2842 226 94 42 16
19 185 RAARR 24RR 2R47 R1 A1 a2 15



Genealogical coherence

Jas 1,19/10-12  eotm 0 mog ovOp®TOS Ta( LS €1 TO OKOVGOL

a €0Tm OE 01. 03. 04. 025%*. 945. 1739. 1852. 2344. 2464. 2541. b
b ecto 139 witnesses including Byz
__p C £0TOL 1838.
—> d xatecto  02(*Vf). 33. 81. ¢
potential ancestors of 1838
Due to many pecularities W2 NR DPERC1 EQ PASSW1<W2W1>W2 UNCLNOREL
1838 has no very close relatives. 104 1 91.6702564 2797 174 28 25 6
There is a considerable gap between 1838 and 104,| 459 2 90.4272626 2904 194 43 31 10
the most closely related potential ancestor. E00 S I BSRSER S =00 =E 15 s =
104 and the following potential ancestors S TS I R S S 248 S 13
35 5 87.2552540 2911 258 50 54 9
have been subsumed under Byz 252 6 87.1332465 2829 243 65 46 10
(variant b). 424 7 87.0612530 2906 264 48 52 12
Jas 1:19/10-12c — 468 8 87.0482527 2903 267 51 49 9
Con=10 18 9 86.9832526 2904 256 56 55 11
: 2423 10 86.8732528 2910 265 57 50 10
Variant ¢ must be derived : 1 11 86.7382518 2903 254 69 49 13
_ ! 607 12 86.7102512 2897 258 69 48 10
from variant b. ¥ 617 13 86.7062524 2911 274 56 45 12
1838 467 14 86.7002464 2842 226 94 42 16
Contents | Index
19 185 RAARR 24RR 2R47 R1 A1 a2 15




Genealogical coherence

Jas 1,19/10-12  eotm 0 mog ovOp®TOS Ta( LS €1 TO OKOVGOL

a €0TM O€ 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.
b ecto 139 witnesses including Byz
_p C €0T0L 1838.
—P»d kol ect® 02(*VT). 33. 81.

The appropriate
local stemma of variants is:

h'/a\d

Jas 1:19/10-12
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Pre-genealogical coherence is based on agreements only.
It indicates how close the relation between witnesses is.
It does not reveal anything about the genealogical direction between them.

Genealogical coherence is based on agreements and disagreements
from which the predominant textual flow from potential ancestors
to potential descendants has been deduced.
Genealogical coherence shows which witness may be
the ancestor of another witness in a global stemma.

Stemmatic coherence is found between ancestors and descendants
in the global stemma, which presents the simplest hypothesis
for which ancestors are necessary to explain the full text
of each descendant at every point of variation.

Contents | Index



Pre-genealogical coherence is based on agreements only.
It indicates how close the relation between witnesses is.
It does not reveal anything about the genealogical direction between them.

Genealogical coherence is based on agreements and disagreements
from which the predominant textual flow from potential ancestors
to potential descendants has been deduced.
Genealogical coherence shows which witness may be
the ancestor of another witness in a global stemma.

Stemmatic coherence is found between ancestors and descendants
in the global stemma, which presents the simplest hypothesis
for which ancestors are necessary to explain the full text
of each descendant at every point of variation.

Please remember the assumptions considered
more probable than their contrary
(following the rule of parsimony) ...

Contents | Index



A scribe wants to copy the Vorlage with fidelity.

If a scribe introduces diverging variants,

they come from another source (are not 'invented').

The scribe uses few rather than many sources.

The sources feature closely related texts
rather than less related ones.

assumptions more probable
than their contrary
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A scribe wants to copy the Vorlage with fidelity. ,
assumptions more probable

If a scribe introduces diverging variants, than their contrary
they come from another source (are not 'invented').

The scribe uses few rather than many sources.

The sources feature closely related texts
rather than less related ones.

... and remember the special requirements
the CBGM must meet ...
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A scribe wants to copy the Vorlage with fidelity.

assumptions more probable

If a scribe introduces diverging variants, than their contrary

they come from another source (are not 'invented').
The scribe uses few rather than many sources.

The sources feature closely related texts
rather than less related ones.

special requirements
the CBGM must meet

An adequate method has to be able to deal with
contamination and coincidental rise of variants.

The resulting hypotheses cannot be falsified
at any passage of text.

The resulting hypotheses must be as simple as
possible, i.e. the number of ancestors of each
descendant must be as small as possible.

ULIIVIITO T 111U \./X




For example descendant F

If the stemma represents a tradition known in every detail,
at least one of these statements is true
for each variant passage:

F agrees with B.
F agrees with E.
F changed the text of B.
F changed the text of E.
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For example descendant F

If the stemma represents a tradition known in every detail, A
at least one of these statements is true
for each variant passage:

F agrees with B.
F agrees with E.
F changed the text of B.
F changed the text of E.

The CBGM demands that at each variant passage
the text of a descendant must be completely explained
by text of the immediate stemmatic ancestors:

as agreeing with at least one of them
or if not agreeing
as changing the text of at least one of them
(1.e. creating new variants
which rest upon variants in at least one of them)

Contents | Index




F agrees with B.

For example descendant F

If the stemma represents a tradition known in every detail, A
at least one of these statements is true
for each variant passage:

= ~

F agrees with E.
F changed the text o
F changed the text o

For prior variants found only in non-ancestors

and the concept of intermediary nodes,
cf. Mink (2004), 59-63.

The CBGM demands that at each variant passage | \
the text of a descendant must be completely explained | D

by text of the immediate stemmatic ancestors:

as agreeing with at least one of them
or if not agreeing
as changing the text of at least one of them
(1.e. creating new variants
which rest upon variants in at least one of them)

Contents | Index




Stemma and substemmata

stemma of witnesses

N

I

D

N
/N

K

L

H

Stemmata are the combination of

optimal substemmata.

Substemmata are optimal
if the number of ancestors necessary
to explain all variants in a descendant

is as small as possible.

J
substemma

Contents | Index



Optimal substemma

Which problems are to be solved?

=) Which witnesses are potential ancestors of the descendant?
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Optimal substemma

Which problems are to be solved?

Which witnesses are potential ancestors of the descendant?
mm) The task is to explain all the variants in the descendant.

To what extent can each combination of potential ancestors
accomplish this task?

Contents | Index



Optimal substemma

Which problems are to be solved?

Which witnesses are potential ancestors of the descendant?
The task is to explain all the variants in the descendant.
To what extent can each combination of potential ancestors

accomplish this task?

m=) Which combinations have the highest capacity to explain the
variants in the descendant?

Contents | Index



Optimal substemma

Which problems are to be solved?

Which witnesses are potential ancestors of the descendant?
The task is to explain all the variants in the descendant.
To what extent can each combination of potential ancestors

accomplish this task?

Which combinations have the highest capacity to explain the
variants in the descendant?

mm) Which of them is the smallest combination?
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Optimal substemma

Which problems are to be solved?

Which witnesses are potential ancestors of the descendant?
The task is to explain all the variants in the descendant.
To what extent can each combination of potential ancestors

accomplish this task?

Which combinations have the highest capacity to explain the
variants in the descendant?

Which of them is the smallest combination?
Are comparatively distant relatives part of the combination

and do they contribute merely coincidental agreements so
that even smaller combinations may be sufficient?
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Witness 35

has been chosen for demonstrating the procedures
needed to find the optimal substemma
containing the smallest combination of ancestors
necessary for explaining the entire text of 35.

Witness 35 has been preserved in a 11" century manuscript.

In the ECM of the Catholic Letters, 35 consistently is one of the witnesses
used to determine solid Byzantine attestations which in the apparatus
have been subsumed under the Byz symbol.
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Potential Ancestors of 35 (W1)

Data Source: Cath. Letters {excl. fragments)

W2 NRDPERC1 EQ PASSWI1<W2W1>W2UNCLNOREL

617 1| 955.995 2924 3046 56 46 15
424 95.988 2919 3041 51 45 23
468 95.588 2503 3037 57 49 27
A 92.263 2695 2921 212 0 6
025 91.160 2444 2681 99 84 46

o G0~ W W

1739 87.853 2676 3046 158 115 77 20
03 87.272 2633 3017 201 /8 90 15
04 87.262 1836 2104 103 93 60 12

2
3
4
5
323 0 - 89.638 2725 3040 111 111 76 17
6
7
8
0

P74 >82.493 278 337 27 22 6 4

There are 8 potential ancestors of 33.

for instance

descendant 35
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for instance

Potential Ancestors of 35 (W1)

Data Source: Cath. Letters (excl. fragments) descendant 35
W2 NRDPERC1 EQ PASSW1<W2 WI}WEIJNCL NOREL
617 1| 95.955 2524 304 56 46 15 =
424 2| 95.988 2919 304 51 45 23 3
468 3| 95.5882903 303 57 49| 27 The criterion for potential ancestry is
A 4| 92.263 2695 292 212 0f 6 that the "W1<W2" value is greater
025 5| 91.160 2444 268 99 84| 46 than the "W1>W2" value.
323 0 - 89.638 2725 304 111 111 76
1739 6| 87.853 2676 304 158 1151 77 "W1<W2": cases in which the variant
03 7| 87.2722633 301 201 78 90 in the descendant (Wl) 18 pOStCl’iOI’
04 8| 87.262 1836 210 103 93] 60 to the variant in the potential ancestor (W2).
P74 0>82.493 278 33 27 22 6 "W1>W2": cases in which the variant
in the descendant (W1) is prior
to the variant in the potential ancestor (W2).

There are 8 potential ancestors of 33.
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for instance

Potential Ancestors of 35 (W1)

Data Source: Cath. Letters (excl. fragments) descendant 35
W2 NRDPERC1 EQ PASSW1<W2WI1>W2UNCL NOREL

617 1| 95.995 2924 3046 56 46 15 =

424 95.988 2919 3041 51 45 23 3

468 95.588 2903 3037 57 49 The first three potential ancestors

A 92.263 2695 2921 212 0 are very similar to each other.
025 5| 91.160 2444 2681 i o4 The percentage of their mutual agreements

1739 87.853 2676 3046 158 115 t 1s. Due to their similarit
03 87.272 2633 3017 201 78 ancestors reveals. Duc Lo tneir simiarity,

04 87 262 1836 2104 103 g3 | the numbers of posterior variants in 35 are only

2
3
4
5
323 g - 89.6382725 3040 - 111 1111 iqin the 95-96% range as their list of potential
7
8
0

P74 0> 82.493 278 337 27 29 slightly higher than that of the prior ones.

Compared with the first three potential ancestors,
1739, 03 and 04 are clearly more distant.

There are 8 potential ancestors of 33.
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Potential Ancestors of 35 (W1)

Data Source: Cath. Letters {excl. fragments)

W2 NRDPERC1 EQ PASSW1<W2W1>W2 UNCL NOREL

617
424
468

A

323

1

025

1739
03
04

P74

2
3
4
5
0
6
7
8
0

95.995 2924
95.988 2919
95.588 2903
92.263 2655
91.160 2444
- 895.638 2725
87.853 2676
87.272 2633
87.262 1836
>82.493 278

3046
3041
3037
2921
2681
3040
3046
3017
2104

337

56
51
57
212
99
111
158
201
103
27

46
45
49
0
84
111
115
78
93
22

15
23
27

6
46
76
77
S0
60

6

o G0~ W W

17
20
15
12

There are 8 potential ancestors of 33.

for instance

descendant 35

For a given number (n) of potential ancestors the number of possible combinations is 2”-1.
That means that each additional potential ancestor approximately doubles the number of combinations.

255 combinations of these 8 potential ancestors are possible.
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Vorft Yorfanz | Stellen | Post | Fragl | Offen | HinweiS==tlachf

617.424.468.025.1739.04. 3013 | 27 g 0 << | 35 | :
617.424.468.025.1736.03.04. 301327 g 0 L — for instance
617.424.468.4.025.1739.04. 301327 8 0 descendant 35
617.424.468.A.025.1739.03.04. 3013 | 27 g 0

617.468.025.1730.04. 3012 | 28 g o1

617.468.025.17305.03.04. 3012 28 8 0

617.468.4.025.1739.04. 301228 6 0

617.468.4.025.1739.03.04. 3012 | 28 g 0

617.424.468.025.1730. 3011 | 29 g 0

424.468.025.17305.03.04. 3011 2g 8 0

617.424.468.025.1736.03. 3011 2g 6 0

617.424.468.4.025.1739, 3011 . 29 g 0

424.468.4.025.1730.03.04. 3011 2g g 0

617.424.468.4.025.1739.03. 3011 2g 8 0

617.468.025.1730. 3010 . 30 g oL

424,468.025.1738.04,

517.468.025.17308.03.

G17.468.4.025.17309.

424,468.4.025.1739.04,

G17.468.4.025.1730.03.

617.424.458.1735.03.04,

This 1s the top of a database providing information
on these 255 combinations of potential ancestors of 335.

The fields contain ...

3010
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G17.424.4568.A.1739.03.04, 30 G o
424,468.025.1739.03. 3009 31 G o
G17.424.025.1738.04, 3009 31 G o
424,468.4.025.1739.03. 3009 31 G o
G17.424.025,1738.03.04, 3009 31 G 0
G17.424.4.025.1730.04, 3009 31 G o
G17.424.4568.A.1739.04, 3009 30 7 o
G17.424.4.025.1739.03.04, 3009 31 G o
424,468.025.1738. 3008 31 7 o
424,468.4.025.1730. 3008 31 7 o
G17.424.468.1735.04. 3008 30 7 1
G17.424.458.1738.03. 3008 3z G o
A17 474 46R.4.17389.04. 00" ar § 0

mitnitnitNiki~IiMiMmMiMm{MmiNiLtNi~liMmimM @m{tNitnitNiki=li=imiMiMitNi=limMiMIMNiOi~li=:im




Vorft Yorfanz | Stellen | Post | Fragl | Offen | HinweiS==tlachf
G17.424.468.025.1730.04. g 3013 27 G 0! =< I 35 I
G17.424.468.025.1730.03.04. 7 3013 27 G 0 e
617.424.46B.A.025.17359.04. 7 3013 27 G 0
G17.424.468.A.025.1739.03.04, B 3013 27 G 0
G17.468.025.1739.04. 3 3012 28 G 0! ==
617.468.025.1735.03.04. 5 3012 28 G 0
617.468.A.025.1730.04. 5 3012 28 & 0
G17.468.A.025.1739.03.04. 7 3012 28 G 0
G17.424.468.025.1730. 3 3011 29 G 0
424.468.025.17359.03.04. 5 3011 29 G 0
517.424.468.025.1730.03. 5 3011 29 & 0
G17.424.468.4.025.1739. g 3011 29 G 0
424.468.4A.025.1739.03.04. 7 3011 29 G 0
617.424.46B.A.025.1739.03. 7 3011 29 G 0
G17.468.025.1739. 4 3010 30 G 0i <<
424.468.025.1739.04. 3 3010 29 7 0
617.468.025.1735.03. 5 3010 30 G 0
517.468.A.025.1730. 5 3010 30 & 0
424,468.4.025.1739.04. g 3010 29 7 0
G17.468.4.025.1730.03. g 3010 30 G 0
617.424.468.17359.03.04. 5 3010 30 G 0
517.424.468.A.1739.03.04. 7 3010 30 & 0
424.468.025.1739.03. 3 3009 31 G 0
G17.424.025.1739.04. 3 3009 31 G 0
424.468.4.025.1730.03. & 3009 31 G 0
G17.424.025.1739.03.04. g 3009 31 G 0
G17.424.4.025.17309.04. g 3009 31 G 0
617.424.468.4.1730.04. A & 3009 30 7 0
617.424.A.025.1739.03.04. 7 3009 31 & 0
424.468.025.1739. 4 3008 31 7 0
424.468.4.025.1730. 2 3004 31 f 9]
617.424.46B8.1735.04. 5 3008 30 7 1
517.424.46B8.17359.03. 5 3008 32 & 0
R17.474 4RA.A.1730.03. ¥ A 300A 37 A 0

for instance

descendant 35

255 combinations
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Vorft Yorfanz | Stellen | Post | Fragl | Offen | HinweiS==tlachf
G17.424.468.025.1730.04. g 3013 27 G 0! =< I 35 I
G17.424.468.025.1730.03.04. 7 3013 27 G 0 e
617.424.46B.A.025.17359.04. 7 3013 27 G 0
G17.424.468.A.025.1739.03.04, B 3013 27 G 0
G17.468.025.1739.04. 3 3012 28 G 0! ==
617.468.025.1735.03.04. 5 3012 28 G 0
617.468.A.025.1730.04. 5 3012 28 & 0
G17.468.A.025.1739.03.04. 7 3012 28 G 0
G17.424.468.025.1730. 3 3011 29 G 0
424.468.025.17359.03.04. 5 3011 29 G 0
517.424.468.025.1730.03. 5 3011 29 & 0
G17.424.468.4.025.1739. g 3011 29 G 0
424.468.4A.025.1739.03.04. 7 3011 29 G 0
617.424.46B.A.025.1739.03. 7 3011 29 G 0
G17.468.025.1739. 4 3010 30 G 0i <<
424.468.025.1739.04. 3 3010 29 7 0
617.468.025.1735.03. 5 3010 30 G 0
517.468.A.025.1730. 5 3010 30 & 0
424,468.4.025.1739.04. g 3010 29 7 0
G17.468.4.025.1730.03. g 3010 30 G 0
617.424.468.17359.03.04. 5 3010 30 G 0
517.424.468.A.1739.03.04. 7 3010 30 & 0
424.468.025.1739.03. AS 3009 31 G 0
G17.424.025.1739.04. 3 3009 31 G 0
424.468.4.025.1730.03. & 3009 31 G 0
G17.424.025.1739.03.04. = 5 H Z 2
G17.424.4.025.17309.04. g 3009 31 G 0
617.424.468.4.1730.04. A | B 3009 30 7 0
617.424.A.025.1739.03.04. V7 3009 31 & 0
424.468.025.1739. 4 3008 31 7 0
424.468.4.025.1730. 2 3004 31 f 9]
617.424.46B8.1735.04. 5 3008 30 7 1
517.424.46B8.17359.03. 5 3008 32 & 0
R17.474 4RA.A.1730.03. ¥ A 300A 37 A 0

for instance

descendant 35

number of ancestors

255 combinations
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Vorft Yorfanz | Stellen | Post | Fragl | Offen | HinweiS==tlachf
G17.424.468.025.1730.04. g 3013 27 G 0! =< I 35 I
G17.424.468.025.1730.03.04. 7 3013 27 G 0 e
617.424.46B.A.025.17359.04. 7 3013 27 G 0
G17.424.468.A.025.1739.03.04, B 3013 27 G 0
G17.468.025.1739.04. 3 3012 28 G 0! ==
617.468.025.1735.03.04. 5 3012 28 G 0
617.468.A.025.1730.04. 5 3012 28 & 0
G17.468.A.025.1739.03.04. 7 3012 28 G 0
G17.424.468.025.1730. 3 3011 29 G 0
424.468.025.17359.03.04. 5 3011 29 G 0
517.424.468.025.1730.03. 5 3011 29 & 0
G17.424.468.4.025.1739. g 3011 29 G 0
424.468.4A.025.1739.03.04. 7 3011 29 G 0
617.424.46B.A.025.1739.03. 7 3011 29 G 0
G17.468.025.1739. 4 3010 30 G 0i <<
424.468.025.1739.04. 3 3010 29 7 0
617.468.025.1735.03. 5 3010 30 G 0
517.468.A.025.1730. 5 3010 30 & 0
424,468.4.025.1739.04. g A 3010 29 7 0
G17.468.4.025.1730.03. g 3010 30 G 0
617.424.468.17359.03.04. 6: ] 3010 30 5 0
517.424.468.A.1739.03.04. 7 3010 30 & 0
424.468.025.1739.03. AS 3009 31 G 0
G17.424.025.1739.04. S iy 3008 31 G 0
424.468.4.025.1730.03. & 3009 31 G 0
G17.424.025.1739.03.04. = 5 H Z 2
G17.424.4.025.17309.04. g 3009 31 G 0
617.424.468.4.1730.04. A | B 3009 30 7 0
617.424.A.025.1739.03.04. V7 3009 31 & 0
424.468.025.1739. 4 3008 31 7 0
424.468.4.025.1730. 2 3004 31 f 9]
617.424.46B8.1735.04. 5 3008 30 7 1
517.424.46B8.17359.03. 5 3008 32 & 0
R17.474 4RA.A.1730.03. ¥ A 300A 37 A 0

for instance

descendant 35

number of variants
explained by agreement
with one of the ancestors

number of ancestors

255 combinations
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Vorft Yorfanz | Stellen | Post | Fragl | Offen | HinweiS==tlachf

617.424.468.025.1739.04. 3013 | 27 g 0 << | 35 | :
617.424.468.025.1736.03.04. 301327 g 0 L — for instance
617.424.468.4.025.1739.04. 301327 8 0 descendant 35
617.424.468.A.025.1739.03.04. 3013 | 27 g 0

617.468.025.1730.04. 3012 | 28 g o1

617.468.025.17305.03.04. 3012 28 8 0

617.468.4.025.1739.04. 301228 6 0

617.468.4.025.1739.03.04. 3012 | 28 g 0

617.424.468.025.1730. 3011 | 29 g 0

424.468.025.17305.03.04. 3011 2g 8 0

617.424.468.025.1736.03. 3011 2g 6 0

617.424.468.4.025.1739, 3011 . 29 g 0

424.468.4.025.1730.03.04. 3011 2g g 0

617.424.468.4.025.1739.03. 3011 2g 8 0

617.468.025.1730. 3010 . 30 g oL

424.468.025.17309.04. 3010 | 29 7 0

617.468.025.17305.03. 3

G17.468.4.025.17309.

3 The database is sorted by

this number.

number of variants

explained by agreement

with one of the ancestors

number of ancestors

255 combinations

Contents | Index

424.46B.A.025.1730.04. A 3010 7y 7 0
617.468.4.025.1730.03. 3010 30 6 0
617.424.468.1730.03.04. | 3010 30 6 0
617.424.468.A.1730.03.04. 3010 30 6 0
424.468.025.1739.03. A 3009 31 6 0
617.424.025.1730.04. Vv 3009 31 6 0
424.468.4.025.1730.03. 3000 31 6 0
617.424.025.1730.03.04. 3600 =E & 8
617.424.4.025.1730.04. 3000 31 6 0
617.424.468.A.1730.04. A | 3000 30 7 0
617.424.4.025.1730.03.04. \4 3000 31 6 0
424.468.025.1730. 3008 31 7 0
424.468.4.025.1730. 5008 e} 7 0
617.424.468.1730.04. 3008 30 7 1
617.424.468.1730.03. 3008 32 6 0
17 474 4R8.4.17340.03. V 300A = A ]

mitniLnitiki=limiMmMi@miMmitNiLtNi~liMmimM @m{tNitNitNiki=li=imiMiMitNi=lim{iMIMiOi~li=:im




Vorft Yorfanz | Stellen | Post | Fragl | Offen | HinweiS==tlachf
G17.424.468.025.1730.04. g 3013 27 G 0! =< I 35 I
G17.424.468.025.1730.03.04. 7 3013 27 G 0 e
617.424.46B.A.025.17359.04. 7 3013 27 G 0
G17.424.468.A.025.1739.03.04, B 3013 27 G 0
G17.468.025.1739.04. 3 3012 28 G 0! ==
617.468.025.1735.03.04. 5 3012 28 G 0
617.468.A.025.1730.04. 5 3012 28 & 0
G17.468.A.025.1739.03.04. 7 3012 28 G 0
G17.424.468.025.1730. 3 3011 29 G 0
424.468.025.17359.03.04. 5 3011 29 G 0
517.424.468.025.1730.03. 5 3011 29 & 0
G17.424.468.4.025.1739. g 3011 A 29 G 0
424.468.4A.025.1739.03.04. 7 3011 29 G 0
617.424.46B.A.025.1739.03. 7 3011 29 G 0
G17.468.025.1739. 4 3010 |20 i3 e
424.468.025.1739.04. 3 3010 29 7 0
617.468.025.1735.03. 5 3010 30 G 0
517.468.A.025.1730. 5 3010 V3o & 0
424,468.4.025.1739.04. g A 3010 29 7 0
G17.468.4.025.1730.03. g 3010 30 G 0
617.424.468.17359.03.04. 6: ] 3010 30 5 0
517.424.468.A.1739.03.04. 7 3010 30 & 0
424.468.025.1739.03. AS 3009 31 G 0
G17.424.025.1739.04. S iy 3008 31 G 0
424.468.4.025.1730.03. & 3009 31 G 0
G17.424.025.1739.03.04. = 5 H Z 2
G17.424.4.025.17309.04. g 3009 31 G 0
617.424.468.4.1730.04. A | B 3009 30 7 0
617.424.A.025.1739.03.04. V7 3009 31 & 0
424.468.025.1739. 4 3008 31 7 0
424.468.4.025.1730. 2 3004 31 f 9]
617.424.46B8.1735.04. 5 3008 30 7 1
517.424.46B8.17359.03. 5 3008 32 & 0
R17.474 4RA.A.1730.03. ¥ A 300A 37 A 0

for instance

descendant 35

number of variants not
explained by agreement
but by posteriority

number of variants
explained by agreement
with one of the ancestors

number of ancestors

255 combinations
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Vorft Yorfanz | Stellen | Post | Fragl | Offen | HinweiS==tlachf

617.424.458.025.1739.04. 8 3013 27 6 0i<< i35 | °
617.424.468.025.1739.03.04. 7 3013 27 6 0 el for instance
617.424.468.4.025.1739.04. A To T I 8 0 descendant 35
617.424.468.A.025.1730.03.04. B 3013 27 6 0

617.468.025.1730.04. 5 3012 28 6 0 <<

617.468.025.1730.03.04. 6 3012 28 f O

617.368.4.025.1739.0%. 6...3012: 28 In these cases, the descendant reads variants
617.468.4.025.1730.03.04. 7 3012 28 , , , ,
617.424,468.025,1730, 53011 29 which are derived from a prior variant
424.468.025.1730.03.04. 6 3011 2g

617.424.468.025.1739.03. 6 3011 2g from a.t leas.t QIS Of. the. ancestors
617.424.468.A.025.1730. 8 3011 , 29 in this combination.
424.468.4.025.1730.03.04. 7 3011 2g " =

617.424.468.A.025.1730.03. 7 3011 2g 6 0 number of variants not
617.468.025.1730. 4 3010 | |20 & O e lained b ¢
424.468.025.1730.04. 5 3010 | | 20 7 0 cxplamed Dy agrecmen
617.468.025.1735.03. 5 3010 30 6 0 but by posteriority
617.468.4.025.1730. 5 3010 V¥ 30 6 0

424.4608.A.025.1730.04. & A 50107 58 7 0

617.468.A.025.1739.03. & 3010 30 6 0 number of variants
617.424.468.1730.03.04. 6 | 3010 30 6 0 :
617.424.468.4.17309.03.04. 77 3010 30 6 0 explained by agreement
424.468.025.1735.03. AS 3009 31 5 0 with one of the ancestors
617.424.025.1730.04. 5 | W 3009 31 6 0

424.468.4.025.1730.03. 6 3000 31 6 0

617.424.025.1730.03.04. & 3600 =E & 8 number of ancestors
617.424.4.025.1730.04. 8 3000 31 6 0

617.424.468.A.1730.04. A | 8 3000 30 7 0

617.424.4.025.1730.03.04. \ A 3000 31 6 0

424.468.025.1730. 4 3008 31 7 0 .
424.468.A.025.1730. 5 So08 . 31 7 G 255 combinations
617.424.468.1730.04. 5 3008 30 7 1

617.424.468.1730.03. ) 5 3008 32 6 0 Contents | Index
17 474 4R8.4.17340.03. ] 300A = A ]




Vorft Yorfanz | Stellen | Post | Fragl | Offen | HinweiS==tlachf
G17.424.468.025.1730.04. g 3013 27 G 0! =< I 35 I
G17.424.468.025.1730.03.04. 7 3013 27 G 0 e
617.424.46B.A.025.17359.04. 7 3013 27 G 0
G17.424.468.A.025.1739.03.04, B 3013 27 G 0
G17.468.025.1739.04. 3 3012 28 G 0! ==
617.468.025.1735.03.04. 5 3012 28 G 0
617.468.A.025.1730.04. 5 3012 28 & 0
G17.468.A.025.1739.03.04. 7 3012 28 AG 0
G17.424.468.025.1730. 3 3011 29 G 0
424.468.025.17359.03.04. 5 3011 29 G 0
517.424.468.025.1730.03. 5 3011 29 5 o
G17.424.468.4.025.1739. g 3011 A 29 G 0
424.468.4A.025.1739.03.04. 7 3011 29 G 0
617.424.46B.A.025.1739.03. 7 3011 29 VE 0
G17.468.025.1739. 4 3010 |20 i3 e
424.468.025.1739.04. 3 3010 29 7 0
617.468.025.1735.03. 5 3010 30 G 0
617.468.A.025.1730. 5 3010 V3o 6 0
424,468.4.025.1739.04. g A 3010 29 7 0
G17.468.4.025.1730.03. g 3010 30 G 0
617.424.468.17359.03.04. 6: ] 3010 30 5 0
517.424.468.A.1739.03.04. 7 3010 30 & 0
424.468.025.1739.03. AS 3009 31 G 0
G17.424.025.1739.04. S iy 3008 31 G 0
424.468.4.025.1730.03. & 3009 31 G 0
G17.424.025.1739.03.04. = 5 H Z 2
G17.424.4.025.17309.04. g 3009 31 G 0
617.424.468.4.1730.04. A | B 3009 30 7 0
617.424.A.025.1739.03.04. V7 3009 31 & 0
424.468.025.1739. 4 3008 31 7 0
424.468.4.025.1730. 2 3004 31 f 9]
617.424.46B8.1735.04. 5 3008 30 7 1
517.424.46B8.17359.03. 5 3008 32 & 0
R17.474 4RA.A.1730.03. ¥ A 300A 37 A 0

for instance

descendant 35

cases of unknown
source variant

number of variants not
explained by agreement
but by posteriority

number of variants
explained by agreement
with one of the ancestors

number of ancestors

255 combinations

Contents | Index



Vorft Yorfanz | Stellen | Post | Fragl | Offen | HinweiS==tlachf
G17.424.468.025.1735.04. G 3013 27 G << I 35 I
617.424.468.025.1735.03.04. 7 3013 27 e

671 In these cases, the descendant disagrees
-2+ with every ancestor in the combination.

:jgf According to the local stemmata,
-2 the source variant of the variant
.42 in the descendant is not clear.

2:: Finally, in these instances

: it must be examined whether a variant

z4  from at least one ancestor can explain
the variant in the descendant.
571 In that case, the variant in the descendant

e

DIOIDI0IOID:I0IOIDOI0IOIDIOIDI0IQIDI0I0IDI0I0I D000

-:21 1s counted as explained by posteriority,

“877 otherwise it is regarded as unexplained.
51 Feg 908517 39.03. 049, 7 Sleape) 3o
424.468.025.1739.03. A2 3009 31
G17.424.025.1739.04. 2y 3009 31
424 46B.A.025.1739.03. 5] 3009 a3l
G17.424.025.1735.03.04, 5 o5 =+
G17.424.4.025.1739.04. 5 3009 31 0
G17.424.468.4.1739.04. A | 6 3009 30 0
G17.424.A.025.1739.03.04, \ A 3009 3l 0
424.468.025.17359. 4 3008 31 0
424 468.4.025.1730. 2 300g =R o]
G17.424.468.1739.04. 3 3008 30 1
G17.424.468.1739.03. =] 3008 a3z 0
FA17.474 48R A.1739.03. ¥ 3 300/ 3- 0

mMimi=li=li=limi~iM@M DM i dOjdhimi~IIOidi~mOiM i@ MimiOmmiMiOmimimidm

for instance

descendant 35

cases of unknown
source variant

number of variants not
explained by agreement
but by posteriority

number of variants
explained by agreement
with one of the ancestors

number of ancestors

255 combinations

Contents | Index



Vorft Yorfanz | Stellen | Post | Fragl | Offen | HinweiS==tlachf
G17.424.468.025.1730.04. g 3013 27 G 0! =< I 35 I
G17.424.468.025.1730.03.04. 7 3013 27 G 0 e
617.424.46B.A.025.17359.04. 7 3013 27 G 0
G17.424.468.A.025.1739.03.04, B 3013 27 G AD
G17.468.025.1739.04. 3 3012 28 G 0! ==
617.468.025.1735.03.04. 5 3012 28 G 0
617.468.A.025.1730.04. 5 3012 28 & 0
G17.468.A.025.1739.03.04. 7 3012 28 AG 0
G17.424.468.025.1730. 3 3011 29 G VD
424.468.025.17359.03.04. 5 3011 29 G 0
517.424.468.025.1730.03. 5 3011 29 5 o
G17.424.468.4.025.1739. g 3011 A 29 G 0
424.468.4A.025.1739.03.04. 7 3011 29 G 0
617.424.46B.A.025.1739.03. 7 3011 29 VE 0
G17.468.025.1739. 4 3010 |20 i3 e
424.468.025.1739.04. 3 3010 29 7 0
617.468.025.1735.03. 5 3010 30 G 0
617.468.A.025.1730. 5 3010 V3o 6 0
424,468.4.025.1739.04. g A 3010 29 7 0
G17.468.4.025.1730.03. g 3010 30 G 0
617.424.468.17359.03.04. 6: ] 3010 30 5 0
517.424.468.A.1739.03.04. 7 3010 30 & 0
424.468.025.1739.03. AS 3009 31 G 0
G17.424.025.1739.04. S iy 3008 31 G 0
424.468.4.025.1730.03. & 3009 31 G 0
G17.424.025.1739.03.04. = 5 H Z 2
G17.424.4.025.17309.04. g 3009 31 G 0
617.424.468.4.1730.04. A | B 3009 30 7 0
617.424.A.025.1739.03.04. V7 3009 31 & 0
424.468.025.1739. 4 3008 31 7 0
424.468.4.025.1730. 2 3004 31 f 9]
617.424.46B8.1735.04. 5 3008 30 7 1
517.424.46B8.17359.03. 5 3008 32 & 0
R17.474 4RA.A.1730.03. ¥ A 300A 37 A 0

for instance

descendant 35

cases not explained
by this combination

cases of unknown
source variant

number of variants not
explained by agreement
but by posteriority

number of variants
explained by agreement
with one of the ancestors

number of ancestors

255 combinations

Contents | Index



Vorft Yorfanz | Stellen | Post | Fragl | Offen | HinweiS==tlachf
F17.424 458 25 1730 4 = 3M13 27 & 0 P I 35 I
617421 In these cases, none of the ancestors |[§.........0 —
617.424 ’ 6 0
TE17 45 in the combination agrees R Y
g};jgi with the descendant or reads a variant g g o
“617.48¢ which can be the source of the variant [ o
22423 in the descendant as established P22
el . Y.
424,46 1n the local stemmata. 6 0
2::;:; That means that the combination - 5
A24.468 does not meet the criteria 5 0
G17.424 . G ]
IR for optimal substemmata. F A
424.468.025.1730.04. 5 3010 70 7 0
G17.468.025.1739.03. 3 3010 30 G ]
G17.468.4.025.1738. 5 aolo: Vao G ]
424,468.A.025.17359.04, 5] 3Jo1o 28 7 Q
G17.468.4.025.1739.03. & 3010 30 G Q
G17.424.4568.17359.03.04. G _EIO'IO 30 G ]
G17.424.468.4.1739.03.04. v 3010 30 G ]
424.4568.025.1739.03. A 3 3009 31 G Q
G17.424.025.1739.04. 2y 3009 31 G Q
424.468.4.025.1739.03. G 3009 31 G ]
G17.424.025.17358.03.04, = SHoeh = = 2
G17.424.4.025.1739.04, & 3009 31 G Q
G17.424.468.4.1739.04. A | G 3009 30 7 ]
G17.424.4.025.1739.03.04. \ 4 v 3009 31 G ]
424, 4568.025.17 35, 4 3008 31 7 Q
424, 468.4.025.1738. 3 3008 31 i (]
G17.424.468.17359.04. 3 3008 30 7 1
G17.424.458.1739.03. 5 3008 e G ]
17 474 4R8.4.17340.03. V ] 300A = A ]

for instance

descendant 35

cases not explained
by this combination

cases of unknown
source variant

number of variants not
explained by agreement
but by posteriority

number of variants
explained by agreement
with one of the ancestors

number of ancestors

255 combinations

Contents | Index



Vorft Yorfanz | Stellen | Post | Fragl | Offen | HinweiS==tlachf
§17.424 4RA N?S 1790 N4 A 2113 37 G 0 <= I 35 I :
817421 In these cases, none of the ancestors |6 g —_— for Instance
617.421 , 6 0 descendant 35
TET5 45 in the combination agrees 67 Ko
A10:388 with the descendant or reads a variant |2 0.5% .
_B17.46¢ . . 6 0 cases not explained
617.46¢ which can be the source of the variant [& o : L.
TETS AR . . p & by this combination
o] in the descendant as established - 5
el . Y.
424.468 in the local stemmata. 6 0 cases of unknown
617.42 .. -
-wiol That means that the combination g source variant
424,464 does not meet the criteria A 0
617.421 . | rs only rarely that th I riant cann foun
S for optimal substemmata. togcu s only ;1. ely t atBt € source varia t.ca1 ot be found
S VT R EINEN = 557G 1n any cgm 1nat19n. ut as rpany potential ancestors
617.468.025.17305.03. 5 3010 espemally of witnesses with older texts are IOSt,
G17.468.4.025.1739. 5..,.3010 it may happen that the source of a variant in the descendant
121:168.2,025,1739.04, 6 3019 has survived only in a witness, which is not
17.468.A.025.1730.03. 6§ | 3010 :
517.474.468.1739.03.04. 5 3.:.1[:._ among the potentlal ancestors of that descendant.
617.424.468.4.1730.03.04. 7 | 3010 , , ,
474 46B8.025.1739.03. A 5 3009 FOI‘ prlor variants found Only 1mn non—anceStOI'S,
617.424.025.1739.04, 5.1y 3009 the procedure required in this case
424.468.A.025.1730.03. 6 3000 dth i di d
617.424.025.1736.03.04. P VS and the concept ol 1ntermediary noces,
617.424.A.025.1730.04, 6. 3000 cf. Mink (2004), 59-63.
617.424.468.4.1730.04. A |6 3000 “—=u 7 o
617.424.A.025.1730.03.04. V7 3000 3 6 0
424.468.025.1730. 4 30087 3 7 0 .
424.468.A.025.1730. 5 So08 . 31 7 G 255 combinations
617.424.468.1730.04. 5 3008 30 7 1
SIZTIED BT M N TR T




Vorft Vorfanz | Stellen | Post | Fragl | Offen weiS==tlachf
G17.424.468,025.1739.04, 1 i 3013 27 A ol <<) | 35 |
617.424.468.025. 17 3903704, 7 3013 27 6 ONS |l
E']?_.q.:-'d AE0 .-‘-./r'ﬂ(‘l T33O MA ra M1 27 = |:|
817:43 "<<" indicates the combination explaining Ag
- . . fo
FIEwT the most variants in the descendant 5
g:‘;:g compared with combinations g
“617.44 which are equal in number of ancestors. e
4244EIIHU£:| [ 3H.U3. U4, ] JUTT =] ] Q
G17.424.468.025.17358.03. 5] 3011 28 a] o
G17.424.468.4.025.1739, G 3011 AZE‘ 5] 0
424.468.A.025.1739.03.04, ¥ 3011 249 5] 0
G17.424.468.4.025.1739.03. 7 3011 28 vE 0
G17.468.025.1730. 4 3010 20 = W
424.468.025.17309.04, o 3010 249 ¥ 0
G17.468.025.1739.03. o 3010 30 G 0
G17.468.A.025.1738, =] 30101 V30 5] 0
424.468.A.025.17359.04. 5] A 3010 28 7 Q
G17.468.A.025.17359.03. 5] 3010 30 5] 0
G17.424.468.1739.03.04. 6| 3010 30 5] Q
G17.424.468.4.17359.03.04, 7 3010 30 5] 0
424.468.025.1739.03. A2 3000 3l 5] 0
G17.424.025.1739.04, 2y 3009 3l 5] 0
424.468.A.025.17358.03. 5] 3000 al G 0
G17.424.025.1739.03.04. 5 oot = 5 =
G17.424.4.025.1739.04., 5] 3000 3l 5] 0
G17.424.468.4.1739.04. A | 6 3000 30 7 0
G17.424.A.025.17359.03.04, V7 3000 al 5] 0
424.468.025.17309. 4 3008 3l ¥ 0
424.468.A.025.17309, o 3008 al ¥ (o]
G17.424.468.1739.04. o 3008 30 ¥ 1
G17.424.468.1739.03. =] 3008 3z 5] 0
A17. 474 4R.4.1739.03. Y & A00R/ 3z & )

for instance

descendant 35

cases not explained
by this combination

cases of unknown
source variant

number of variants not
explained by agreement
but by posteriority

number of variants
explained by agreement
with one of the ancestors

number of ancestors

255 combinations

Contents | Index



Vorft Yorfanz | Stellen | Post | Fragl | Offen | HinweiS==tlachf
G17.424.468.025.1730.04. g 3013 27 G 0! =< I 35 I
G17.424.468.025.1730.03.04. 7 3013 27 G 0 e
617.424.46B.A.025.17359.04. 7 3013 27 G 0
G17.424.468.A.025.1739.03.04, B 3013 27 G AD
G17.468.025.1739.04. 3 3012 28 G 0! ==
617.468.025.1735.03.04. 5 3012 28 G 0
617.468.A.025.1730.04. 5 3012 28 & 0
G17.468.A.025.1739.03.04. 7 3012 28 AG 0
G17.424.468.025.1730. 3 3011 29 G VD
424.468.025.17359.03.04. 5 3011 29 G 0
517.424.468.025.1730.03. 5 3011 29 5 o
G17.424.468.4.025.1739. g 3011 A 29 G 0
424.468.4A.025.1739.03.04. 7 3011 29 G 0
617.424.46B.A.025.1739.03. 7 3011 29 VE 0
G17.468.025.1739. 4 3010 |20 i3 e
424.468.025.1739.04. 3 3010 29 7 0
617.468.025.1735.03. 5 3010 30 G 0
617.468.A.025.1730. 5 3010 V3o 6 0
424,468.4.025.1739.04. g A 3010 29 7 0
G17.468.4.025.1730.03. g 3010 30 G 0
617.424.468.17359.03.04. 6: ] 3010 30 5 0
517.424.468.A.1739.03.04. 7 3010 30 & 0
424.468.025.1739.03. A 3 3009 31 G 0

G17.424.025.1738.

424,468.4.025.173

617.424.025.1739.

G17.424.4.025.173

G17.424.4.025.173

424,468.025.1738.

424,468.4.025.173

G17.424.458.1738.

G17.424.458.1738.

The stemmatic ancestors are sought
among those potential ancestors

617.424.468.6173¢  which are the most closely related ones.

Combinations consisting of such ancestors
explain the variants in the descendant

v

A17 474 46R.4.17389.04.

& i

I00A i

37

A i

by a particularly large number of agreements.

0

for instance

descendant 35

cases not explained
by this combination

cases of unknown
source variant

number of variants not
explained by agreement
but by posteriority

number of variants
explained by agreement
with one of the ancestors

number of ancestors

255 combinations

Contents | Index



Vorft Vorfanz | Stellen | Post | Fragl [ Offen | HinweiS==tlachf
617.424.468.025.1739.04. 27 6 0fi<< |35 |
617.424.468.025.1738,.03.04. | 7 27 6 0 —
G17.424.468.A.025.1739.04. 27 5] 0
617.424.468.A.025.1739.03.04. sf 3013 27 6: A0
G17.468.025.1730.04. 3 3012 28 5] 0 ==
G17.468.025.1739.03.04. 5] 3oz 2B 5] 0
G17.46B.A.025.1739.04. 5] 3oz 28 5] 0
5

& Therefore, a larger number of variants

; explained by agreement seems to be preferable.

6 Yet, the larger number may result
47 : . :

- from more coincidental agreements or, more importantly,

8 a larger combination which may contain
42

- less closely related ancestors that cause such agreements.

617.468.A.025.17309, 5S¢ 3010; V30 6 0
424.468.A.025.1739.04, G 3010 29 7 0
G17.468.4.025.1739.03. 5 3010 30 5] 0
G17.424.468.1739.03.04. 6| 3010 30 5] 0
G17.424.468.A.1739.03.04, 7 3010 30 5] 0
424.468.025.1739.03. A =) 3009 31 a] 0

G17.424.025.1738.
424,468.4.025.173
G17.424.025,1738.
G17.424.4.025.173
G17.424.468.4.173
G17.424.4.025.173
424,468.025.1738.
424,468.4.025.173
G17.424.458.1738.
G17.424.458.1738.

The stemmatic ancestors are sought

among those potential ancestors

which are the most closely related ones.
Combinations consisting of such ancestors
explain the variants in the descendant

A17 474 46R.4.17389.04.

v

& i

I00A i

37

A i

0

by a particularly large number of agreements.

for instance

descendant 35

cases not explained
by this combination

cases of unknown
source variant

number of variants not
explained by agreement
but by posteriority

number of variants
explained by agreement
with one of the ancestors

number of ancestors

255 combinations

Contents | Index



Vorft Yorfanz | Stellen | Post | Fragl | Offen | HinweiS==tlachf
G17.424.468.025.17359.04. & 3013 27 G 0 <= I 35 I
G17.424.468.025.17358.03.04. i 3013 27 G Q S —
G17.424.468.4.025.17359.04. v 3013 27 G ]
G17.424.468.4A.025.1739.03.04. 8 3013 27 G AD
G17.468.025.1739.04. 3 3012 28 G 0! ==
G17.468.025.17359.03.04. G 3012 28 G ]
G17.468.4.025.1739.04, G 3012 28 G ]
G17.468.A.025.1739.03.04, 7 Joz 28 A G Q
G17.424.468.025.17 38, 3 3011 24 G VD
424.468.025.17359.03.04. G 3011 24 G ]
G17.424.468.025.17359.03. G 3011 28 o] o
G17.424.468.4.025.17349. & 3011 AZE‘ G Q
424.468.4.025.1739.03.04. i 3011 24 G Q
G17.424.468.4.025.17359.03. v 3011 24 VE ]
G17.468.025.1739. 4 3Jo1o = Ta & P
424.4568.025.1739.04. 3 3010 24 7 Q
G17.468.025.1739.03. 3 3010 30 G ]
G17.468.4.025.1738. 5 aolo: Vao G ]
424,468.A.025.17359.04, 5] K 3Jo1o 28 7 Q
G17.468.4.025.1739.03. & 3010 30 G Q
G17.424.4568.17359.03.04. G _EIO'IO 30 G ]
G17.424.468.4.1739.03.04. v 3010 30 G ]
424.4568.025.1739.03. A 3 3009 31 G Q
G17.424.025.1739.04. 2y 3009 31 G Q
424.468.4.025.1739.03. G 3009 31 G ]
G17.424.025.17358.03.04, = SHoeh = = 2
G17.424.4.025.1739.04, & 3009 31 G Q
G17.424.468.4.17 3¢ . . . . . "]
crrsaeeessd The objective 1s to find a combination §
24,468,025, 1739, which is as small as possible. 0
424, 468.4.025.17 34 o]
G17.424.468.17359.04. 3 3008 30 7 1
G17.424.458.1739.03. 5 3008 e G ]
A17. 474 4R.A4.17349.03. Y 3] 300" a7 A (]

for instance

descendant 35

cases not explained
by this combination

cases of unknown
source variant

number of variants not
explained by agreement
but by posteriority

number of variants
explained by agreement
with one of the ancestors

number of ancestors

255 combinations

Contents | Index



Vorft Vorfa Stellen | Post | Fragl [ Offen | HinweiS==tlachf
617.424.468.025.1739.04. 6!) 3013 27 6 0if<< [i3s |
617.424.46B.025.1738.03.04. & _ 3013 : 27 6 0 i —
G17.424.468.4.025.1739.04. v 3013 27 G ]
G17.424.468.4A.025.1739.03.04. 8 3013 27 G Q _
G17.458.025.1739.04. 3 3012 28 (] 0 ==
G17.458.025.17359.03.04. ] 3012 28 G ]
G17.458.A.025.1739.04, 5 3012 28 G ]
G17.468.A.025.1739.03.04, 7 Joz 28 A G Q
_617:424) 5. N0
424,468 Therefore, a smaller number 5 0
G17.424 o] !
424468, 1f the number of explained variants K 0
G17.424 . . G ]
TR in the descendant is equal. - R
424,468.025.1730.04, 5 3010 20 7 0
G17.458.025.1735.03. 3 3010 30 G ]
G17.468.4.025.1739. 5 aolo: Vao G ]
424,468.A.025.17359.04, 5] 3Jo1o 28 7 Q
G17.4568.4.025.1739.03. 5] 3010 30 G Q
G17.424.468.1739.03.04. ] _EIO’ICI 30 G ]
G17.424.468.4.1739.03.04. v 3010 30 G ]
424,458.025.1739.03. A 3 3005 31 G Q
G17.424.025.1739.04. 2y 3009 31 G Q
424, 458.4.025.1739.03. ] 3005 31 G ]
G17.424.025.17358.03.04, = SHoeh = = 2
G17.424.4.025.1739.04. 5] 3004 31 G Q
G17.424.468.4.17 34 . . . . . "]
crrsaeeessd The objective 1s to find a combination §
424,468,025, 1739; which is as small as possible. 0
424, 458.4.025.1 734 9]
G17.424.468.17359.04. 3 3008 30 i 1
G17.424.468.1739.03. 5 3008 3z G ]
17 474 4R8.4.17340.03. V ] 300A = A ]

for instance

descendant 35

cases not explained
by this combination

cases of unknown
source variant

number of variants not
explained by agreement
but by posteriority

number of variants
explained by agreement
with one of the ancestors

number of ancestors

255 combinations

Contents | Index



Vorf Vorfanz | Stellen | Post | Fragl | Offen Hinweiq._hlaan|
617.424.468.025.1735.04, G 3013 27 &) 0 =< | 35 | for instance
617.468.025.1735.04, 5 3012 28 &) 0 =< el
617.468.025.1739. 4 3010 30 5 0} <= descendant 35
424,468.1739. 3 3002 35 B 1§ ==
424,17309. 2 2985 40 13 Bi << |
617. 1 2924 S6 16 50} ==
A A

This 1s an extract from the database shown last.
It presents combinations
which exhibit the largest numbers of agreements

if compared with other combinations
containing the same number of ancestors.

Contents | Index



Vorf Vorfanz | Stellen | Post | Fragl | Offen Hinweiq._hlaan|
617.424.468.025.1739.04. 6 3013 27 E Oi<e Ji3s [ for instance
617.468.025.1730.04, 5. 3012 28 6 0 << |l
617.468.025.1730. 4 3010 30 5 0 << descendant 35
424.468.1730. 3. 3002 35 8 1 <<
424.1739, 22085 | 40 13 B << ?
617. 1 2924 | 56 16 50 | <<
A A A A A

As the number of ancestors and
agreements decreases,
the number of unexplained variants,
unknown source variants
and variants posterior to those

found 1in the combination
of ancestors increases.

This 1s an extract from the database shown last.
It presents combinations
which exhibit the largest numbers of agreements

if compared with other combinations
containing the same number of ancestors.

Contents | Index



Vorf Vorfanz | Stellen | Post | Fragl | Offen Hinweiq._hlaﬂlf|
617.424.468.025.1739.04. 6 3013 27 8 Oi<e Ji3s [
617.468.025.1730.04, 5. 3012 28 6 0] << |l
617.468.025.1730. 43010 30 8 0! =< !
424.468.1730. 3. 3002 35 B 1] <<
424.1739, 22085 | 40 13 B =<
617. 1 2924 | 56 16 50 | =<

The sum of these cases 1s 3046,
corresponding to the total of 3046 variant passages
which witness 35 contains.

It is the maximum possible in the Catholic Letters.

for instance

descendant 35

Contents | Index



Vorf Vorfanz | Stellen | Post | Fragl | Offen Hinweiq._hlaan|
617.424.468.025.1739.04. 6! 3013 27 8 Oi<e i35 [
617.46B.025.1730.04. 5,’ 3012, 28k BR <x  f—
617.468.025.1730. A 30107 300 N\ B\ 0\<<
424.468.1739. / 3 3002 35 N \ 1 %<
424.1730, /27 2985! 40 139N ¥ =%
617. / 1 2924 . 56 16 . N\ 50\ <=\

for instance

descendant 35

This is the greatest value available in this field, and these are the lowest ones

available in the corresponding fields.

Contents | Index



Vorf Vorfanz | Stellen | Post | Fragl | Offen Hinweiq._hlaﬂlf|
['617.424.468.025.1739.04. f— 6! 3013 27 6 Oi<e Ji3s [}
617.468.025.1739.04. s 3012 2 5 P e
617.468.025.1730. N\_ 4 3010 30 6 0! <<
424.,468.1730. S 3002 35 B 1 <<
424,1739, 2 1 N\2085 | 40 13 B <<
617. 1 20%4 . 56 16 50 <<

At first glance this combination
seems to be the best one.

for instance

descendant 35

Contents | Index



Vorf Vorfanz | 5 Post | Fragl | Offen Hinweiq._hlaan|
| 51?.424.459.025.1?39.04.| 6 3013 1) 27 G 0 << HEER N
617.468.025.1730.04. 50 L 6 0 <= |l
617.468.025.1730. 4 3010 30 G 0 <<
424.468.1739, 3 3002 35 B 1 <<
424,1739. 2 2985 | \ 40 13 Bi<<
617. 1 2924 . \56 16 50 <<

At first glancg this combination
seems to bq the best one.

It explains the\variants in 35
by agreement at 3013 passages.

for instance

descendant 35

Contents | Index



Vorf Vorfanz | Stellen | P Fragl | Offen Hinweiq._hlaan|
| 51?.424.458.025.1?39.04.I G 3013 L 27 j g 0 =< | 35 |
617.468.025.1735.04, 5 3012 ' &) 0 =< el
617.468.025.1730, 4 3010 30 g 0 =<
424,468.1739. 3 3002 / 35 B 1§ ==

424,17309. 2 2985 / 40 13 Bi<<

617. 1 2924 | 56 16 50 <<

At firgt glance this combination
sgems to be the best one.

It gxplains the variants in 35
by qgreement at 3013 passages.

2’7 variants are explained as
being immediately posterior to the variant
in at least one of the ancestors
in this combination.

for instance

descendant 35

Contents | Index



Vorf Vorfanz | Stellen | Post | F Offen Hinweiq._hlaan|
['617.424.468.025.1739.04. | 6 3013 27 8 j Oi<e Ji3s [

617.468.025.1730.04, 5. 3012 28 0 << |l

617.468.025.1730. 43010 30 e 0 <<

424.468.1730. 3. 3002 35 8 1 <<

424.1739, 22085 40/ 13 B <<

617. 1 2924 = Sp 16 50 <<

At firsf'glance this combination

ms to be the best one.

It£xplains the variants in 35
by agreement at 3013 passages.

2’7 variants are explained as

beirYg immediately posterior to the variant
in at least one of the ancestors

in this combination.

In 6 instances the ancestor of 35 cannot be found
because the source variants of the variants in 35
are questionable and have not been
established in the local stemmata of variants.

for instance

descendant 35
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Vorf Vorfanz | Stellen | Post | Fragl | O Hinweiq._hlaan|
['617.424.468.025.1739.04. | 6! 3013 27 8 0 i35 |

617.468.025.1730.04. 5. 3012 28 6 << le—

617.468.025.1730. 4 3010 30 6 0 <<

424.468.1730. 3. 3002 35 B/ 1i=<<

424.1730. 21 2085 40 13/ B ==

617. 1 2924 . 56 16/ 50 <<

At first glance/this combination
seems to Be the best one.

It explaing/'the variants in 35
by agreemgnt at 3013 passages.

2’7 varignts are explained as
being immedfately posterior to the variant
in at l¢ast one of the ancestors
n this combination.

In 6 instanceg the ancestor of 35 cannot be found
because the/source variants of the variants in 35
are fjuestionable and have not been
established in the local stemmata of variants.

0 instances remain unexplained.

for instance

descendant 35
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Vorf Vorfanz | Stellen | Post | Fragl | O Hinweiq._hlaan|

['617.424.466.025.1739.04. | 6! 3013 27 6 ( 0O lias | -
617.468.025.1730.04. A\ 5. 3012 28 6 << — for instance
617.468.025.1730. N 4. 3010 30 s 0 K{{ descendant 35
424.468.1730, N\ 3, 3002; 35 B 1 k=
424.1739, Ng | 2985 ¢ 40 13 B <
617. 11N\ 2024 | 56 16 50 ¢ <+

N

_This combination contains 6 ancestors,
and no variant/in witness 35 remains unexplained
as far as a source variant has been assigned
in the local stemmata of variants.

Can the same result be achieved
on the basis of a smaller combination?
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Vorf Vorfanz | Stellen | Post | Fragl | Offen Hinweiq._hlaan|
617.424.468.025.1739.04, 6: 13013 27 5 0i<< Ji3s | for instance
617.468.025.1739.04. 5. 3012 28 B Omgs  fm—
617.468.025.1730. 4 3010 30 6 (o k descendant 35
424.438.17 30, 3. 3002, 35 B g <<
424.1130. 2. 2985 40 13 B <<
617. 1 2024 56 16 / 50 <<
This combination contains 6 ancestors,
and no variant in witness 35 remains unexplained

as far as a source variant has been assigned
in the local stemmata of variants.

Can the same result be achieved
on the basis of a smaller combination?

This combination consists o
and 1n this case too no variant/An

remains unexplained.

f ?/ ancestors,

witness 35
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Vorf Varfanz

| 51?.424.458.625.1?39.04.I

517.4658.025.1739.04,
G17.468.025.1739.
424,458.17309.
424.1730.

G17.

Hinweis-Machf |
<. .35 1
Lo

< descendant 35

for instance

—ifJiwWi kLN

There 1s a different number|of variants|in witness 35
explained by agreement
and, accordingly, a different number of variants
explained as deriving from a variant
from at least one of the ancestors.
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Vorf Yorfanz Hinweiq._hlaan|
|51?.424.459.025.1?39.04.| & << i35 |

617.468.025.1739.04. 3.4 <z

617.468.025.1739. 4 << ‘

424.468.1739, / 3 <<

424.1739. / 2 <<

G17. 1 =

for instance

descendant 35

Are the 3 additional agreements of the 1% combination coincidental?

There is a different number of variants in witness 35
explained by agreement
and, accordingly, a different number of variants
explained as deriving from a variant
from at least one of the ancestors.
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Vorf Vorfanz | Stellen | Post | Fragl | Offen Hinweiq._llaan|

|51?.424.459.@5.1?39.04.| 6 | p3013 27 6 0! <= [i3as | -
617.468.025.1735.04, 5 3012 28 6 o Rl for instance
617.468.025.1730. 4 3010 30 5 0} << descendant 35
424,468.1739. 3 3002 35 B 1§ <=
424,1730. 2 2085 40 13 B << ?
617. 1 2924 56 16 50 | <<

Are the 3 additional agreements of the 1% combination coincidental?

(attestations reduced to 35 and the witnesses of the 15t combination)

1Pt 3,10/10-18 a ayomav xat toewy nuepog ayobag 025. 424. 468. 617. 1739.
—» b ayomov kot nuepag oewy ayobag 04. 35.

2Pt 3,10/18 a €vmnotovpavor 04.025.468.617. 1739.
—> b evmnovpovolr 35.424.

Jd 19/9 a ot omodroptlovtec 025.424. 468. 617. 1739.
— b ot arodropilovieg eavtoug 04. 35%,

These three variant passages show additional agreement with 04 or 424,
the two potential ancestors that are not in the smaller combination.
The list of potential ancestors of 35 presents ...
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for instance

descendant 35

o G0~ W W

17
20
15
12

Vorf Vorfanz | Stellen | Post | Fragl | Offen Hinweiq._llaan|
|51?.424.459.925.1?39.04.| 6 p3013 27 5 0} << HEER
617.468.025.1739.04. 5 3012 28 5 0} << e
617.468.025.1730. 4 ¢ p3010 30 5 0 ==
424.468.1739. 3 3002 35 g 11 <=
424.1730. 2 2085 40 13 B <=
B17. 1 2024 5/ 18 S50 =
Potential Ancestors of 35 (W1)
Data Source: Cath. Letters {excl. fragments)
Are the
W2 NRDPERC1 EQ PASSW1<W2W1>W2UNCLNOREL
617 1 9©5.995 2924 3046 56 46 15
424 2 95.988R2919 3041 51 45 23
1Pt 3,10/1 468 3 95.588 2903 3037 57 49 27
A 4 92,263 2695 2621 212 0 6
025 5 91.160 2444 2681 Q9 84 46
323 0 - 89.638 2725 3040 111 111 76
2Pt 3’10/1 1739 6 87.853 2676 3046 158 115 77
I_ﬂ_’i_?_ﬂlﬂlﬁﬁﬂ 3017 201 78 90
04 B B7.262[1836 2104 103 893 60
Jd 19/9 P74 0 >82.493 278 337 27 22 6

17. 1739.

The list of potential ancestors of 35 presents 424 as a witness very similar to 35,
and 04 as a comparatively distant relative.
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The Coherence-Based Genealogical Method (CBGM) — Introductory Presentation by Gerd Mink

Vorf Vorfanz | Stellen | Post | Fragl | Offen Hinweiq._lla.:qf|
['617.424.468.025.1739.04. | 6! p30131 27 E 0i<< Jigs [

617.468.025.17305.04, 5| 3012 28 5 0 << |l

617.468.025.1730. 4 pp3010; 30 B 0; << f

424.468. 1730, 3| 3002 35 : 1! <<

424.1730. 2| 2085; 40 13 B <<

617. 1| 2924 5B 18 50 | <<

Are the 3 additional agreements of the 15' combination £oincide

2Pt 3,10/18

Jd 19/9

Release 1.0

617 1 955.995 2924

25903
A 4 92,263 2655
025 5 951.160 2444
323 0 - 89.638 2725
1739 6 87.8532676
633
836
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The Coherence-Based Genealogical Method (CBGM) — Introductory Presentation by Gerd Mink

Vorf Vorfanz | Stellen | Post | Fragl | Offen Hinweiq._llaﬂ'f| W2 NRDPERC1 EQ
|61?.424.4EE.D25.1?39.04.| g p3013 27 & 0} == |35 | 617 1 ©5.9952924

617.468.025.1739.04. 5 3012 28 5 0 << e
§17.468.025.1739. 4 p3010 . 30 5 0 << 919
424,468.1730, 3 3002 35 8 1§ << . 2903
424.1730. 2.|.2985 40 13 8= A 4 92.2632695

GH17. ] el el | 5 15 5 oo
91.160 2444
B9.638 2725
87.853 2676
Are Excursus: 633
Connective variants ﬁam
82.493 278
1Pt 3.1

If a variant contributes to genealogical coherencies,
it is a connective variant.
A variant can yield genealogical coherencies only
2Pt 3,1 if it does not coincidentally conform with variants in other witnesses.

Jd 19/9 a ol amodropilovieg 025. 424. 464
b ot amodioptloviec eovTovg

.617. 1739.

Contents | Index
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Excursus: Connective variants

(Non-)coincidental emergence of variants

indications for non-coincidental emergence:

high agreement of the witnesses concerned

unusual kinds of variant

indications for coincidental emergence:

lower agreement of the witnesses concerned

variants which easily emerge
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Excursus: Connective variants

non-coincidental agreement

The variant 1s connective,
regardless of whether it is major or minor,
because the witnesses are closely related.

These two lines are very similar in shape
and show only few variants.
This suggests close relationship.
indication for non-coincidental emergence:
high agreement of the witnesses concerned
%\ é\
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Excursus: Connective variants

These two lines are rather different in shape
and show less agreements.
This suggests a more distant relationship.
indication for coincidental emergence:
lower agreement of the witnesses concerned

coincidental agreement

The variant 1s not connective,
because the witnesses are not closely related
and the variant emerges easily.
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Excursus: Connective variants

These two lines are rather different too,
but there is an agreement
in an extremely unusual variant.

indication for non-coincidental emergence:

unusual kind of variant

agreement probably non-coincidental

The variant i1s connective,

because multiple emergence

of this type of variant is improbable,

even if the witnesses are not closely related.
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Excursus: Connective variants

Evaluation of connectivity is based
(1) on assessing how closely witnesses are related,

(i1) on assessing the character of a variant
(whether it 1s unlikely to have emerged
more then once independently).

The results of both procedures may not point into the same direction,
and it is a matter of philological reasoning to balance them.
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Excursus: Connective variants

Connectivity of variants should be evaluated

== when local stemmata of variants are established

Strong pre-genealogical coherence of witnesses points to connective variants
even if variants would otherwise be regarded as unimportant.
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Excursus: Connective variants

Connectivity of variants should be evaluated
when local stemmata of variants are established

=) when textual flow diagrams are compiled

Each witness has potential ancestors. They have a rank number
indicating the position in the list of potential ancestors of this witness.

Textual flow diagrams present genealogical coherencies
found within and between attestations.

It depends on the connectivity of the variant concerned
whether genealogical coherence is adequate.

In case of very significant variants, genealogical coherence
between descendants and potential ancestors
with higher rank numbers (indicating lower agreement) may be assumed.

In case of easily emerging variants only low rank numbers are accepted
in order to exclude coincidental agreements.
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Excursus: Connective variants

Connectivity of variants should be evaluated
when local stemmata of variants are established
when textual flow diagrams are compiled

==) when optimal substemmata are searched for.

The ancestors in an optimal substemma must explain all variants in the descendant.
At the same time the combination of ancestors should be as small as possible.

Each ancestor within a given combination makes at least one unique contribution
to explaining variants in the descendant.
Removing this ancestor from the combination would result in variants in the descendant
remaining unexplained by agreement or unexplained at all.

Often the particular contribution of an ancestor is to explain only few variants
in the descendant by agreement, which would otherwise be explained as having emerged
from a different variant in another ancestor in the same combination.

In this case, the connectivity of the variants concerned must be examined again.
Is connectivity so compelling that the respective ancestor cannot be removed from
the combination in order to get a smaller number of ancestors?
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Excursus: Connective variants

Connectivity of variants should be evaluated

when local stemmata of variants are established

The ance
At the

Each anl

End of excursus:
Connective variants

endant.
ible.

[bution

scendant

.
RemOVIHg LITTD UUIIVUVOLUL 1T1UI] UIV VUTITIIUIITITAUIVUILN VY UUIU 1T UVO0OUIU 111 VAL IaIniIty

remaining unexplained by agreement or unexplained at all.

PO U

LI

Often the particular contribution of an ancestor is to explain only few variants
in the descendant by agreement, which would otherwise be explained as having emerged
from a different variant in another ancestor in the same combination.

In this case, the connectivity of the variants concerned must be examined again.
Is connectivity so compelling that the respective ancestor cannot be removed from
the combination in order to get a smaller number of ancestors?

contents
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Vorf Vorfanz | Stellen | Post | Fragl | Offen Hinweiq._llaan|
['617.424.468.025.1739.04. | 6 p3013: 27 8 0i<< figs [

617.468.025.1739.04, 5i| 3012 28 6 0 << |l

617.468.025.1730. 4 p3010; 30 6 0 <<

424,468.1730. 3| 3002 35 ) 11 <<

4241739, 2| 2985 40 13 B <<

617. 1 2924 . 5@ 16 50 ¢ <<

Are the 3 additional agreements of the 15' combination coincide

(attestations reduced to the witnesses of the 15t combination)

1Pt 3,10/10-18

2Pt 3,10/18

Jd 19/9

a ayomoyv Kol 1oewy nuepog ayobag 025
b ayomav kol nuepog LdELY oryodag

a e€vmnotovpavor 04.025.468.617.1

b evnovpavor 35. 424,

a ol armodropilovteg 025. 424. 464
b ot anodroptlovieg £0LTOVG

.617. 1739.

W2 NRDPERC1 EQ

617
424
468
A
025
323
1739

1
2
3
4
5

0 -

6

95.995 2524
95.988 2919
95.588 2903
92.263 2655
91.160 2444
89.638B 2725
87.853 2676

: 633

'
04 8 87.262/1836

P74 0>82.493 278

First let us focus on the two contributions of 04.
The general agreement of 35 and 04 is poor
compared with the top agreement values in the 91-96% range.
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Vorf Vorfanz | Stellen | Post | Fragl jpi3.10/10-18b . - -
| E1?.424.4EE.D25.1?39.D4.I G i p3013 27 5 Con=5
G17.468.025,1735.04, =1 3oz 28 5 | | |
517.468.025.17309. 4 ¢ p3010 30 B : ,
424.458.1739. 3 3002 33 B ' ' |
424,17309. 2. 2085 40 13 ‘ ¥ A ‘ ¥
617. 1 2024 56 16 04 35 1241
1448 1480 18 1890 81/2
Variant b presents e ey raa1
a transposition of words emphasizing orya0ag. \ l \‘\‘
The character of the variant does not cogently Y
. L 2147 378 2200 1292 2138
suggest high connectivity.
When potential ancestors / v l
with adequately low rank numbers (not higher than 5) 29 630 614 1505
are included, the textual flow diagram exhibits '/ \
multiple emergence of this variant. o tos EIE

1Pt 3,10/10-18

1799

a ayomoyv Kol 1oewy nuepog ayobog 025.424. 468. 617. 1739.
b ayomav Kol nuepag OV aryadog 5 :
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Vorf Vorfanz | Stellen | Post | Fragl | Offen Hinweiq._llaan|
| 51?.424.455.D25.1?39.04.| 6 p3013 27 g 0! <= liss | for instance
617.468.025.1730.04. 5 3012 28 G 0 << e
517.468.025.1730. 4 p3010; 30 5 07 << descendant 35
424.468.1730, 3 3002 35 8 17 2=
ATA 1 7TaOm - Snoc A 19 (=] -
7| ad 1:19/9k
Con=5%
| !
| ! i ! L |
; | b, ! Y |
4 L4 4 r h | 4
04 35 5] 252 457 2718
1243 /4 323/ 6423 876/3 a8/s N‘ 459/4 1609
1881,2 2298,2 218 5/3 1127 808 91f% 1611,/2 2243 2147 378 104 1842 2774
Va VN I
2374 1359 023 2138 2200 1292 15838
/ Y l l L]
1718 1563 2805 1505 G330 2412 /2
Jd 19/9 a ot omodroptlovtec 025.424. 468. 617. 1739.

b o1 amodroptrlovteg E0VTOVG 5 *,

The same applies to this textual flow diagram for variant b
where presumably copyists missed an object.
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Vorf Vorfanz | Stellen | Post | Fragl | Offen Hinweiq._lla.:qf|
['617.424.468.025.1739.04. | 6! p30131 27 E 0i<< figs [

617.468.025.17305.04, 5| 3012 28 5 0 << |l

617.468.025.1730. 4 pp3010; 30 B 0; << f

424.468. 1730, 3| 3002 35 : 1! <<

424.1730. 2| 2085; 40 13 B <<

617. 1| 2924 5B 18 50 | <<

Are the 3 additional agreements of the 15' combination coincide

2Pt 3,10/18

Jd 19/9

W2 NRD PERC1 EQ

617
424
468
A
025
323
1739

1
2
3
4
5

0 -

6

95.995 2524
95.988 2919
95.588 2903
92.263 2655
91.160 2444
89.638B 2725
87.853 2676
633
836
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W2 NRD PERC1 EQ

Vorf Vorfanz | Stellen | Post | Fragl | Offen Hinweiq._llaan|
['617.424.468.025.1739.04. | 6 p3013: 27 8 0i<< figs [

617.468.025.1739.04, 5i| 3012 28 6 0 << |l

617.468.025.1730. 4 p3010; 30 6 0 <<

424,468.1730. 3| 3002 35 ) 11 <<

4241739, 2| 2985 40 13 B <<

617. 1 2924 . 5@ 16 50 ¢ <<

Are the 3 additional agreements of the 15' combination £oincide

2Pt 3,10/18 a

Jd 19/9 a

b

O/YOTTOV KOl NUEPOG LOELV O,

617 1 955.995 2924
424 2 95,9887
468 3 95,588 2503
A 4 92,263 2655
025 5 951.160 2444
323 0 - 89.638B2725
1739 6 87.853 2676
03 7 87.2722633
04 8 87.2621836
P74 0>82.493 278

00ag 04. 35.

ev notovpavolr 04.024. 468. 617. 1739.
ev 1 ovpavolr 35.

ol anootoprlovteg 025.424. 468. 617. 1739.
ol anodtopilovteg eavtovg 04. 35%*.

In contrast to 04, the general agreement of 424 and 35 is very high.

But as n and o1 were pronounced alike, the omission of one of these words
cannot be regarded as a sign of connectivity.
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2Pt 3:10/18b
Con=5

020/ 1832 319/3 0142

049/3 1501 1729 1827
| \\A\j\\\‘
181/2 1874 4549 1611/2 330/2 400 1490
1875 104 1842 1292 2138 1297 1831 2344,/2 01/3 1359 1735/3
1838 1505 4249 1270 33 1563 1718 048/2

The respective textual flow diagram, however,
206 k232 1595

shows an impressive degree of genealogical
i coherence, although the variant itself does not

1799

suggest high connectivity.

Please continue to see the right part ...

2Pt 3,10/18 a €vmnotovpavor 04.025.468.617. 1739.
b evmnovpavolr 335.424.
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2Pt 3:10/18b
Con=5

\
642 88/2 93/2 995,/2
J 18 B1/2 1848 436/2 1127 915 1845/2 1661
/\ VAN N
i1 2344/2 01/3 1359 1735/3 1067 1409 2541
i Sy I\
33 1563 1718 048/2 044/3 2464 2805

The respective textual flow diagram, however,
shows an impressive degree of genealogical
coherence, although the variant itself does not
suggest high connectivity.

2Pt 3,10/18 a €vmnotovpavor 04.025.468.617. 1739.
b evmnovpavolr 335.424.
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2Pt 3:10/18a

- M \1\

1448/3 1739 0156 1175 1243 1852 2402 p72

1890,2 2652 1881 1524/4 1751/2 2374/8 G617

/./\ ===\ 71N

2147 614/6 1678 2818 72 2423

l ///\ N

2412 1609/3 2718 1837

l

2774

By the way, genealogical coherence
within the attestation of variant a
1s extremely strong too.
This example shows that very unsignificant variants
do not necessarily exclude perfect genealogical coherence.
Such cases are numerous.

2Pt 3,10/18 a €vmnotovpavor 04.025.468.617. 1739.
b evmnovpavor 35.424.
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vorf Vorfanz | Stellen | Post | Fragl | Offen Hinweiq._llaan| W2 NRDPERC1 EQ

| 51?.424.459.925.1?39.04.| G i p3013 27 5 0} == [i3s | 617 1 ©5.995 2924
617.468.025.1735.04. 5 3012 2B 5 0 << e
617.468.025.1730. 4 307030 6 0 Ls f 424 2 95.98812919
424.,468.1730. 3 3002 35 8 11§ << 468 3 95.588 2903
424,1738. 2 2985 40 13 8.2 A 4 922632695
617. 1 2924 56 16 50 | =<

025 5 91.160 2444

Are the 3 additional agreements of the 15' combination £oincide

1Pt 3,10/10-18

2Pt 3,10/18

a

O/YOTTOV KOl NUEPOG LOELV O,

323 0 - 89.638B2725
1739 6 87.853 2676
03 7 87.2722633
04 8 87.2621836
P74 0>82.493 278

00ag 04. 35.

ev notovpavolr 04.024. 468. 617. 1739.
ev 1 ovpavolr 35.

Jd 19/9

617, 424, 468 and 025 are very similar witnesses so that the
agreements of 35 with 424 are also contained in 617, 468 and 025.

This passage is the only exception.

If we regard variant b as connective, only this passage would demand

stemmatic coherence of 35 and 424.

However, a variant like this one can too easily emerge by accident.

ntents | Index




The Coherence-Based Genealogical Method (CBGM) — Introductory Presentation by Gerd Mink

Vorf Vorfanz | Stellen | Post | Fragl | offen | Hinweis-ltiachf | -.l--|
| 51?.424.455.325.1?39.34.| 6 | p3013 27 6 0 << HEER B 617 1 ©5.995 2924

617.468.025.1735.04, 5 3012 28 & 0 <= e

617.468.025.1730. 4 3010 30 6 0 << f Lonl

424.468.1739. 3 3002 35 B 11§ == 2903

424,1730. 2 2085 40 13 8 << A 4 92.263 2695

617. 1 2024 56 16 50 [ <<

Are the 3 additional agreements of the 15' combination £oincide

(attestations reduced to 35 and the witnesses of the 15t cq

1Pt 3,10/10-18

2Pt 3,10/18

Jd 19/9

Release 1.0

a oyamov Kol LOELV NUEPAS Yo
OLYOTTOV KOL NUEPOS LOELV O

bination)

og  025. 424,
00ac 04. 35.

025 5 951.160 2444
323 0 - 89.638 2725
1739 6 87.8532676
03 7 87.2722633
04 8 87.2621836
P74 0>82.493 278

ev 1 ot ovpavolr 04. 024 468. 617. 1739.
ev 1 ovpovotr 33.

ol anootoprlovteg 025.424. 468. 617. 1739.
ol amodroptlovteg eavtoug 04. 35%*,

tents | Index



Vorf Vorfanz | Stellen | Post | Fragl | Offen Hinweiq._hlﬂatlf]-
617.424.468.025.1735.04, G 3013 27 g 0 =< | 35 I
617.468.02 5 3012 28 & 0 =< e
617.468.02 4 0 =<

424.,468.17 34. 3 1§ ==

424.1730. Bi==

617. 1 2924 S0

W2 NRD PERC1 EQ

617 1 95.995 2924
424 2 95,988 2919
468 3 95,588 2503
A 4 92,263 2655
025 5 951.160 2444
0 - 89,638 2725

1739 6 B87.853]2676

03 7 87.2722633
04 8 87.2621836
P74 0>82.493 278

Why should 1739 not be excluded from this combination?
Like 04 it agrees with 35 at less than 88%.
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Vorf Vorfanz | Stellen | Post Hinweisg. W2 NRDPERC1 EQ
G17.424.458.025.1739.04. G 3013 27 < 617 1 §5.995 2924
617.468.025 004, 5 3012 2B <<
617.468.025 4 o 424 2 95.988 2915
4724.468.17349" 3 <= 468 3 95.588 2903
617. 1 20924
025 5 91.160 2444

617.468.025. ERl SEEEEE SRECE N RTINS - 89,638 7725

i i i i i 1739 6 87.85312676

03 7 87.2722633
04 8 87.2621836
P74 0>82.493 278

Why should 1739 not be excluded from this combination?
Like 04 it agrees with 35 at less than 88%.

This 1s the combination without 1739.

Instead of 3010 only 2995 variants in witness 35
could be explained by agreement.
4 more are questionable
and 6 places remain unexplained.
The capacity of explaining the variants in 35
decreases considerably.
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Vorf Vorfanz | Stellen | Post | Fragl | Offen Hinweiq._hlﬂatlf]-
617.424.468.025.1735.04, G 3013 27 g 0 << | 35 |
ﬁc}. 5. 3012 28 5 0; << |l
617.468.025.1730, 4 3010 30 g 0 << :

400, . 3 3002 35 B 1§ ==
424,17309. \ 2 2985 40 13 Bi<<
617. N 1 2924 . 56 16 50 <<

~

The combination of 617, 468, 025 and 1739
seems to be a good hypothesis
for the ancestors in an optimal substemma.

for instance

descendant 35
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Vorf Vorfanz | Stellen | Post | Fragl | Offen | HinweiS==tlacht
617.424.4608.025.1738.04. 5 3013 27 G 0! << lias |
4. 5. 3012 28 6 0 << |l
51?.455.025.1?39.i 4 3010 30: (8 0 << ’
11 : 3 3002 35 B W 1 <<
424.1739. \ 2 2085 40 13 NG | <<
617. N 1 2924 . 56 16 50 Ne<

N

The combination of 617, 468, 025 and 1739
seems to be a good hypothesis
for the ancestors in an optimal substemma.

for instance

descendant 35

However, we must not forget that there are 6 instances
in which the ancestor of 35 cannot be found
because the source variants are questionable

and have not been incorporated
into the local stemmata of variants.
Since an optimal substemma must be able
to explain all variants in the descendant,

it must at least be possible that the variants in 35
at these 6 passages derive from at least one ancestor.
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Vorf Vorfanz | Stellen | Post | Fragl | Offen | HinweiS==tlacht

617.424.4608.025.1738.04. 5 3013 27 5 0 << lias |

4, 5 3012 2B 6 0 == e
51?.459.025.1?39.i 4 3010 30 | G 0 <<
11 : 3 3002 /a'fv B 1722
4241730, 2 5 40 13 B <<
617. Y 2024 56 16 50 <<

These are the 6 variants:

Jas 3,2/26-38
1Pt 4,3/6-10
1Pt 5,10/38-44
2Pt 2,12/10-14
2Pt 3,18/2

3Jn 12/28-30

for instance

descendant 35

b avnp duvauevog YoOALVOY®YNGOL KOL OAOV TO COLLO

h

b

VULV 0 TOPEANALOMCS ¥ POVOG

KatapTioal otnpiéol cbevmcol Oeueitmocort

Coo yeEyEVNUEVO GLOLKO!

ovgavnre

KOl OLOCUEV
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Vorf

1 1 1 1 -

vorfanz | St 555 3.2/26-38b . -
617.424.468.025.1739.04. 8 con=10
g, 5 | |
51?.455.@25.1?39.i 4 : |
5. : 3 ' '
424.1730. 2 D'lr ;5'
617, 1 ‘%/ \\‘\A\‘
1448 1490 2374/7 1827/3 1842/3 12890 621/3
1852/3 1831 2805,/2
2138/3 429 614/3 25
1505 gzz2
gis textual flow diagram of this variant
Jas 3,2/26-38 b avnp duvvauevog yoAlvoymyncol Kot oAov 10 copa 35

oVnpP OVLVOTOG YOALVOY®OYNCOL KOL OAOV TO GMLLO!

This variant could be derived from variant a:

025. 468. 617. 1739.

Attestations include descendant and ancestors only.
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Vorf Vorfanz | Stellen | Post | Fragl | Offen Hinweiq._hlﬂatlf]-
617.424.468.025.1739.04. 6 3013 27 E Oi<c< i35 | °
4, 5. 3012, 28. B 0 << |fomd ™ for instance
51?.459.025.1?39.i 4 3010 30 (s 01 <z | descendant 35
408, 1739 3; 3002 35 B 1 <<
424,1739. 2 2985 40 13 EI <<
617. 1. 2024

1Pt 4:3/6-10h
Con=10

textual flow diagram of this variant

1Pt 4,3/6-10

h vuwv o mopeAnivbnc ypovog

', = - )} o L . B e
.—-“"-F/ - - . -

‘":‘“:ﬁ‘
01
1175/3
208

|

1799

- —- -

H/ - P
\YP 4-"--"
35 1409
429/7
522 630/2

35

This variant could be derived from variant c:
NULV 0 TapeANALO®S Y POVOC

025. 617.

Attestations include descendant and ancestors only.
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Vorf

1 1 1 1 T

Voarfanz | Stellen | F

1Pt 5:10/38-44b l:458/3
617.424.468.025.1739.04. A 3013 Con=10 / +468,
9, 5 3012 - E ! )
- N | s -
617.468.025.1730. 4 3010 - , -
Hon. : 3 3002 IR N P
424.1730. 2 2085 A Y Ka
617. 1 2024 35
1448 1890
Y
1511
VW

1Pt 5,10/38-44

2 2138 2200

textual flow diagram of this variant

129
614 1505 429 530
241

2 206 522

b xortapticol otplEal obevocal Bepeiiocar 35%

This variant could be a mixture of variants a and [:
KatapTioel otnpiéel abevmoel Oepeiiooet 1739T.

and xatapTtioal vuag otpléal cbevooal Oepeocatr 468.
Probably the variant is just an erroneous copy of the latter one.
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Vorf Vorfanz | Stellen | Post | Fragl | Offen Hinweiq._hlﬂatlf]-

G17.424.468.025.1735.04. E 3013 27 E 0! <= | 35 I
3012 ZEI 0 << |l
O ™ [l I

Lf21? Ao dOIE 1 7an i

| 2Pt 2:12/10-14¢
Con=10

T

.----

for instance
Aacrandant 2 :

----

. t . v \n / 7 N
At r arx

01 323

1448 ‘/'3'-"18 ‘G 42/3 9,2 1881/2 42/2

15611 1852/3 524 218 >‘ 945/2 621
textual flow diagram of this variant l \ l \ lv

1505,/2 530/4 254 2344/5 2374 1241,/2

522/5 2464/4 33 2805/2

2Pt 2,12/10-14 ¢ Coa yeyevnuevo pvoitka 35

This variant could be derived from variant a:
Coa yeyevvnueva ovoitko 025, 1739.

Attestations include descendant and ancestors only.

Contents | Index



for instance
HPQ(‘an ﬂnf BN

.//\\A

1890 2243/6
623
1409/7 2464

Vorf Vorfanz | Stellen | Post | Fragl | Offen Hinweiq._hlﬂatlf]-
617.424.468.025.1739.04. 6! 3013 27 6 0i<e Ji3s [}
4, 5. 3012, 28 6 0 <z |om—
617.468.025.1730. 47 3010: 300 (8 0 <<
B 33902 L F opt3issac |
424,1739, 2 2085 4 T cop=10
617. 1 2924 | &
textual flow diagram of this variant L l
607/3 378
180/3
2Pt 3,18/2 ¢ avéovnre 35

This variant could be derived from variant a:

ovCavete 617. 1739.

Attestations include descendant and ancestors only.
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Vorf Vorfanz | Stellen | Post | Fragl | Offen Hinweiq._hlﬂatlf]-
617.424.468.025.1735.04, G 3013 27 g 0 =< | 35 I
4. 5 3012 28 & 07 <= Iem—d
617.468.025.1 ?‘EIQ.i 4 3010 30 CE 0 =<
. . . 3 3002 35 B 1§ ==
424,17309. 2 2985 40 13 B <<
617. 1 2924 56 16 50 ==

3Jn 12/28-30

textual flow diagram of this variant

3Jn 1:12/28-30c

Con=10

C KOl OLOOUEV

35

for instance

descendant 35

-- Q-

&

18 189[] 43 1_.- 5

180/5

,-"

629/3

This variant could be derived from variant b:
025. 468. 617.

KOl 0100TE

Attestations include descendant and ancestors only.
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The Coherence-Based Genealogical Method (CBGM) — Introductory Presentation by Gerd Mink

Vorf Vorfanz | Stellen | Post | Fragl | Offen Hinweiq._llaﬁqf
617.424.468.025.1735.04. 6 3013 27 & 0i<c i35 |}
4, 5. 3012 28, B 0 << |l
51?.455.025.1?39.i 4 3010 30 | & 0 << :
Hoa. , 3 3002 /aa" B 17 <<
424.1730. 2 5 40 13 Bi <<
617. 2024 56 16 50 <<

Again the 6 variants supported by witness 35:

Jas 3,2/26-38
1Pt 4,3/6-10
1Pt 5,10/38-44
2Pt 2,12/10-14
2Pt 3,18/2

3Jn 12/28-30

b

h

b

C

C

C

for instance

descendant 35

ovnpe SLVOUEVOC YOALVAY®YNGOL KOl OAOV TO COLLO

VULV O TOPEANALO®S X POVOG

KotopTLiool otnpiéol obevooal Bepeilmcal

Coo yeEYEVNUEVO GLOLKO,

ovéovnte

KOl OLOOUEV

Release 1.0
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The Coherence-Based Genealogical Method (CBGM) — Introductory Presentation by Gerd Mink

Vorf Vorfanz | Stellen | Post | Fragl | Offen Hinweiq._llaﬁqf

G17.424.458.025.1735.04, G 3013 27 & 0 <= I a5 I

4. 5 3012 2B 6 0 << el
E1?.4EE.DEE.1?39.i 4 3010 30 & 0 <=
. . . 3 3002 35 B 1: ==
424.17309. 2 2985 40 13 B <=
G17. 1 2924 56 16 o0 ==

for instance

descendant 35

Release 1.0
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Vorf Vorfanz | Stellen | Post | Fragl | Offen Hinweiq._hlﬂatlf“
G17.424.468.025.1735.04. 5 3013 27 G 0! == I 35 I for instance
4, 5 3012 28 G 0 == - m—
§17.468.025.1739. | €— 4 3010 30 G 0 =< descendant 35
454 1730, TOP OF THE GLOBAL STEMMA (excerpt)
617.

red: edges with the highest agreement
of ancestor and descendant

red or black: necessary edges

green: edges may be superfluous
(based on low connectivity variants)

Descendant and ancestors

are in a coherent field.
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TOP OF THE GLOBAL STEMMA (excerpt)

red: edges with the highest agreement
of ancestor and descendant

red or black: necessary edges

green: edges may be superfluous
(based on low connectivity variants)

This diagram has not yet been fully optimised. /
Therefore connections are shown
which may be superfluous (the green edges).

In this diagram, an edge is regarded as necessary
if removing it would considerably diminish
the number of variants in the descendant
which are explained by agreement
with a potential ancestor,
and/or would considerably increase
the number of variants in the descendant
which are explained neither by agreement
nor by posteriority.

for instance

descendant 35
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for instance

descendant 35

TOP OF THE GLOBAL STEMMA (excerpt)

red: edges with the highest agreement
of ancestor and descendant

red or black: necessary edges

green: edges may be superfluous
(based on low connectivity variants)

This diagram has not yet been fully optimised. /
Therefore connections are shown
which may be superfluous (the green edges).

In this diagram, an edge is regarded as necessary
if removing it would considerably diminish
the number of variants in the descendant
which are explained by agreement
with a potential ancestor,
and/or would considerably increase

Between 468 and 025 there is no direction

h ber of vars - the d d of textual flow. The dashed line stands
the number ol variants in the descendant for undirected genealogical coherence.

which are explained neither. by agreement For this issue, cf. Mink (2004), 63-67.
nor by posteriority. w2 NG,
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Vorf Vorfanz | Stellen | Post | Fragl | Offen Hinweiq._hlﬂatlf“
G17.424.468.025.1735.04. 5 3013 27 G 0! == I 35 I for instance
4, 5 3012 28 G 0 == - m—
§17.468.025.1739. | €— 4 3010 30 G 0 =< descendant 35
454 1730, TOP OF THE GLOBAL STEMMA (excerpt)
617.

red: edges with the highest agreement
of ancestor and descendant

red or black: necessary edges

green: edges may be superfluous
(based on low connectivity variants)

Descendant and ancestors

are in a coherent field.
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TOP OF THE GLOBAL STEMMA (excerpt)

red: edges with the highest agreement
of ancestor and descendant

red or black: necessary edges

green: edges may be superfluous
(based on low connectivity variants)

The stemmatic arrangement of
these witnesses can be compared ',,‘
with textual flow diagrams
which are based on
genealogical coherencies only.
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1Pt 4,16/24-28 do&aletm € T0V BeOV €V

a T UEPEL TOVT® C TO UEPEL TOVN
b t® ovouoTl TOVT® d touvte TO HEPE

c T UEPEL TOVTM M T®O OVOULOTL TOVTM

This is a textual flow diagram
comprising the attestations
of all the variants in 1Pt 4,16/24-28.
Please compare the situation
in the global stemma with that
in the textual flow diagram.

l Please continue to zoom in ...

[1Pra1mzd-28]
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1Pt 4,16/24-28 do&aletm de tov Beov €V ...

a T UEPEL TOVTM C 1T UEPEL TOVTOV

b t® OvouOTL TOVTM d tovte te uepet
Although the compilation of textual flow diagrams is
very different from constructing a global stemma,
for the most part the diagrams make relatively reliable predictions
of the relationships which will be found in the global stemma.

attestation of variant a '° o
/ ?

() (o)
>

'I\.
@@

"l--

é@@é@ﬁ‘i\ B




1Pt 4,16/24-28 do&aletm € TOV BeOV €V

a TO UEPEL TOVTEO C T® UEPEL TOVLTOV
b T® ovouaTl TOLTM d TovTo TO uEPEL

c T UEPEL TOVTM M TO OVOUOTL TOVTM

Another example: the way from the
initial text to 1739 (variant b).

Please continue to zoom in ...

[1Pra1mzd-28]
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1Pt 4,16/24-28 do&aletm de tov Beov €V ...

a TO UEPEL TOVTEO C T® UEPEL TOVLTOV
b Tm ovouoTl TOVT® d Ttouvtm T peEPEL

c T UEPEL TOVTM M TO OVOUOTL TOVTM

OO

\ SRE @@o D

e
1359 2374 436 1611 @ o r@ @ @ 1243
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]
¥
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2412 1505 1890 @ o @ Contents | Index
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TOP OF THE GLOBAL STEMMA (excerpt)

red: edges with the highest agreement
of ancestor and descendant

red or black: necessary edges

green: edges may be superfluous
(based on low connectivity variants)

1Pt 4,16/24-28 do&aletm de toV OeoV €V ...

a TO HEPEL TOVTM

b 1t OovOoUuOTL TOVTM®

local stemma of these variants:

a

l

b

Between A and 03 variant b emerges.
Apart from that, please follow the arrows
pointing to witnesses with the same colour.
Between 468 and 025 there is no genealogical
direction despite close relationship.
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TOP OF THE GLOBAL STEMMA (excerpt)

red: edges with the highest agreement
of ancestor and descendant

red or black: necessary edges

green: edges may be superfluous
(based on low connectivity variants)

1Pt 4,16/24-28 do&aletm de toV OeoV €V ...

a T UEPEL TOVTM

b 1t ovouaTL TOVTM

local stemma of these variants:

Between A and 03 variant b emerges.
Apart from that, please follow the arrows
pointing to witnesses with the same colour.
Between 468 and 025 there is no genealogical
direction despite close relationship.
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TOP OF THE GLOBAL STEMMA (excerpt)

red: edges with the highest agreement
of ancestor and descendant

red or black: necessary edges

green: edges may be superfluous
(based on low connectivity variants)

Jas 1,12/31 tov otedpavov ov exnyyeLAOTO ...

a om. /

b xvprog |
C 0 KLPLOG

d o Beog

local stemma of these variants
(only for witnesses displayed l

in this extract of the global stemma): l"a\
a ? 7 Variants b and d
l l l have been split.
bl may have
dl bl C

emerged from a or d,

(1739) (04) and ¢ from a, b or d.

Contents | Index



Between A and 1739 variant d/ emerges. LOBAL STEMMA (excerpt)
Between A or 1739 and 04 variant b/ emerges.

Between A or 1739 or 04 and 468 or 025 'he highest agreement
variant ¢ emerges. and descendant
Apart from these connections, please follow ressary edges

the arrows pointing to witnesses with the same colour. [y be superfluous

(oascoomrToW connectivity variants)

Jas 1,12/31 tov otedpavov ov exnyyeLAOTO ...

a om. /

b xvprog |
C 0 KLPLOG

d o Beog

local stemma of these variants
(only for witnesses displayed l
in this extract of the global stemma):

a ? ?

Variants b and d
l l l have been split.
b1l may have
dl bl C
(1739) (04)

emerged from a or d,

dcf ,bord.
and ¢ from a, b or Contents | Index



Between A and 1739 variant d/ emerges.
Between A or 1739 and 04 variant b/ emerges.
Between A or 1739 or 04 and 468 or 025
variant c emerges.

Apart from these connections, please follow

the arrows pointing to witnesses with the same colour. [y be superfluous

LOBAL STEMMA (excerpt)

the highest agreement
and descendant
ressary edges

(oascoomrToW connectivity variants)

Jas 1,12/31 tov otedpavov ov exnyyeLAOTO ...

a om.
b xvprog
C 0 KLPLOG

d o Beog

local stemma of these variants
(only for witnesses displayed
in this extract of the global stemma):

The sources
of these variants
remain unclear.

a ? 7 Variants b and d

l l l have been split.
b1 may have
dl bl C
(1739) (04)

emerged from a or d,
and ¢ from a, b or d.
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The iterative process

external criteria
internal criteria knowledge and preconceptions
S pre-genealogical coherence

N |

~
~
~
~
~
~
~
~

TN a l ¢
local stemmata
of variants o
l revision of local stemmata
genealogical coherence better knowledge

of genealogical coherence

||

l I

better knowledge
global stemma
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Some final remarks

The CBGM does not make textual decisions.

The CBGM does not dispense with philological reasoning.
Quite the contrary, it 1s based on it.

The CBGM 1s only a tool that helps
to get an over-all view,
to find structures within the tradition,
and to see the consequences of what you are doing.

The CBGM 1s a meta-method.
You can integrate everything that you found out using other methods.
It can be applied irrespective of what your position is —
reasoned eclecticism, radical eclecticism, Byzantine priority ...
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